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Figure  2S.  Ranking of the best reference genes (RGs) in P. oceanica collected at Panarea Island. (a) Ranking of the best RGs based on standard 
deviation of the Ct values given by BestKeeper. (b) The NormFinder algorithm ranks the candidate RGs according to their expression stability. 
Lower stability values indicate more stable genes. (c) The stepwise exclusion of genes that are more variable among samples using the geNorm 
program. More stable genes with the lowest average expression stability value are indicated by the arrow (Vandesompele  et al., 2002). (d) 
Pairwise variation (V) to evaluate the effect of adding another RG to the best couple already analyzed using geNorm (e.g. adding a third gene 
V2/3, a fourth V3/4, etc.). The inclusion of additional RGs was not required below the cutoff value of 0.15.  


