
WP 042155018 Ppm Planktothrix agardhii

Q84G06 PphA Variovorax

WP 054215137 Ppm Actinobacteria bacterium

NATL scaffold 997 9

WP 024094158 PphA Paenibacillus larvae

P33182 Ppm Tetrahymena pyriformis

P29247 Ppm Streptomyces hygroscopicus

WP 003988636 Ppm Streptomyces viridochromogenes

WP 070393116 Ppm Moorea producens

NATL scaffold 145228 1

WP 083624119 Ppm Planktothrix serta

OUTPACE Trichodesmium scaffold 3391 1

NATL scaffold 44888 2
NATL scaffold 7659 3

WP 036654131 Ppm Paenibacillus larvae

WP 003474429 Ppm Gracilibacillus halophilus
OUTPACE microbiome scaffold 53475 1

P56839 Ppm Mytilus edulis

O86937 Ppm Streptomyces

WP 066506643 Ppm Clostridiales bacterium

A0A0M3WN97 BcpB Streptomyces hygroscopicus

NATL scaffold 151297 1

WP 045869133 Ppm Tolypothrix sp.0.784
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2-methylcitrate synthase

Methylisocitryate lyase

North Atlantic Trichodesmium holobiont proteins

Carboxyvinyl-carboxyphosphonate phosphorylmutase

Carboxyvinyl-carboxyphosphonate phosphorylmutase

Isocitrate lyase family


