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d) Aerobic methanotrophs

— =
D O 0o O o= NN O

—_
(@)

—_
oo

DO
—_

[N}
=

0 1 2
Relative abundance (%)

Methylomonaceae
Methyloversatilis
Methylotenera
Methyloligellaceae
Methylorosula
Methylobacterium

Methylacidiphilales

(b) Methanogens
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(e) Anaerobic methanotrophs
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(c) Anammox bacteria
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) Sulfate-reducing bacteria
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