
 

 

We sincerely appreciate for the careful reading and detailed comments about our 

manuscript. Please understand that we are trying to achieve combined 

interpretations of the results from two separate fields of study (biogeochemistry 

and microbial biology), which is usually challenging. Obviously, two fields are 

tightly related but it is also true that each field usually employs their own 

methodologies and way of interpretations. We believe that combination brought 

useful perspective but we had to have hard time to minimize the gaps between 

them, and some gaps may not be filled completely.  

We will follow the reviewer’s corrections in details and change obvious typos in 

the paper. Also title will be changed to better represent our work. Following are 

reply to the specific comments. 

Please note that microbial activity was measured with oxygen demand, which is 

not a molecular biological technique. 

 



 

Point #1. 

Our intention is relating the microbial activity measured with biogeochemical 

methodology (oxygen demand) with the dominant microbial community change 

measured with molecular biological methodology. Of course it is desirable to 

have complete microbial composition but in current study, we focused microbial 

group which are expected to have dramatic change with hypoxia, to relate with 

environmental factors and microbial activity (oxygen demand). Obviously, 

sulfur related change will be the dominant during hypoxia development and we 

employed aprA gene. The exhaustive microbial community analysis will be a 

nice addition to our work in the future but as an initial step, we observed the 

group that will have dramatic changes (sulfur related microbial community). To 

avoid confusion, we will make the title to be more specific for this point as you 

suggested. The new title will be. 

 “Remineralization activity and sulfur related microbial community changes in 

response to the development of hypoxia in a shallow estuary”   

  

Point #2. 

The best explanation for the two independent measurements (temporal 

evolution of ammonium + nitrate and Archaeal abundance change) is AOA 

activity.  We will tone down to make it clear that this is not a fact based on the 

data but a high possibility.  



Point #3. 

The surface sediment (top 1cm) covers about 100 cm
2
 area and were mixed 

together to make the sediment slurry. The area might be enough to rule out the 

micro-heterogeneity, especially for the surface sediment which is in contact with 

water column. We will add the details of the sediment sampling procedure. 

 

 

As you suggested, we will make the title to be more specific. The new title is:  

“Remineralization activity and sulfur related microbial community changes in 

response to the development of Hypoxia in a Shallow Estuary”   

Please understand that we are combining the two different field of study and, 

because of that discussion might be less focused. However some interesting 

findings and possibilities (same trends in the activity and s-related microbial 

structure and possible AOA activity) could be emerged due the combination.    

 

 

 

As you suggested, we will make the title to be more specific. The new title is:  



“Remineralization activity and sulfur related microbial community changes in 

response to the development of Hypoxia in a Shallow Estuary”   

Please note that microbial activity was measured with oxygen demand, which is 

not a molecular biological technique. 

 

 

The temporal evolution of ammonium and nitrate can give many clues 

regarding the major N processes. Especially in hypoxic condition when the 

oxygen is limited, interesting contrast can be emerges and we are referring to 

these possibilities. 

 

 



 

 



 

 



 

 

Thank you again for the detailed commments. we will chcnage the detials as 

you suggested in the final version 


