Al: Bacterial taxa based on GreenGenes database

ABY1 OD1

Bacteria;ABY1_OD1;ABY1_OD1_unclassified
Bacteria;ABY1_OD1;FW129;FW129_unclassified
Bacteria;ABY1_OD1;FW129;KNAG-NB12;KNA6-NB12_unclassified
Bacteria;ABY1_OD1;FW129;KNAG-NB29;KNA6-NB29_unclassified
Acidobacteria

Bacteria;Acidobacteria;Acidobacteria_unclassified
Bacteria;Acidobacteria; Acidobacteria-5;Acidobacteria-5_unclassified
Bacteria;Acidobacteria;BPC015;BPC015_unclassified
Bacteria;Acidobacteria;BPC102;BPC102_unclassified

Bacteria;Acidobacteria;Chloracidobacteria;Ellin6075;Ellin6075_unclassified
Bacteria;Acidobacteria;iiil-15;Acidobacteria-6;RB40;RB40_unclassified
Bacteria;Acidobacteria;iiil-15;iiil-15 unclassified
Bacteria;Acidobacteria;iiil-15;Riz61;Unclassified
Bacteria;Acidobacteria;iiil-8;Unclassified
Bacteria;Acidobacteria;0S-K;0S-K_unclassified
Bacteria;Acidobacteria;RB25;RB25 _unclassified
Bacteria;Acidobacteria;Solibacteres;Solibacteres_unclassified

Actinobacteria

Bacteria;Actinobacteria; Acidimicrobidae; Acidimicrobidae_unclassified
Bacteria;Actinobacteria;Acidimicrobidae;CL500-29;ML316M-15;ML316M-15_unclassified
Bacteria;Actinobacteria;Acidimicrobidae;EB1017_group;Acidimicrobidae_bacterium_Ellin7143;Unclassified
Bacteria;Actinobacteria; Acidimicrobidae;koll13;JTB31;BD2-10;BD2-10_unclassified
Bacteria;Actinobacteria; Acidimicrobidae;koll13;JTB31;Unclassified
Bacteria;Actinobacteria;Acidimicrobidae;koll13;koll13_unclassified
Bacteria;Actinobacteria; Acidimicrobidae; Microthrixineae;Microthrixineae_unclassified
Bacteria;Actinobacteria; Actinobacteridae; Arthrobacter;Unclassified

Bacteria;Actinobacteria; Actinobacteridae;Frankineae;Frankineae_unclassified

Bacteria;Actinobacteria; Actinobacteridae;Gordoniaceae;Mycobacteriaceae; Mycobacteriaceae_unclassified
Bacteria;Actinobacteria; Actinobacteridae;Micromonosporaceae; Micromonosporaceae_unclassified
Bacteria;Actinobacteria; Actinobacteridae;Nocardiaceae;Nocardiaceae_unclassified
Bacteria;Actinobacteria; Actinobacteridae;Propionibacterineae;Propionibacterium;Propionibacteriaceae;Propionibact
eriaceae_unclassified

Bacteria;Actinobacteria; Actinobacteridae;Propionibacterineae;Propionibacterium;Unclassified
Bacteria;Actinobacteria; Actinobacteridae;Pseudonocardiaceae;Unclassified

Bacteria;Actinobacteria; Actinobacteridae;Streptomycineae; Streptomycineae_unclassified
Bacteria;Actinobacteria; Actinobacteridae;Streptosporangineae;Nonomuraea;Unclassified
Bacteria;Actinobacteria;Rubrobacteridae;MC47;Unclassified
Bacteria;Actinobacteria;Rubrobacteridae;Rubrobacteridae_unclassified
Bacteria;Actinobacteria;Rubrobacteridae; Thermoleiphilaceae; Thermoleiphilaceae_unclassified
Bacteria;Actinobacteria;Rubrobacteridae; Unclassified

Bacteria;Actinobacteria;Unclassified

Bacteria;Actinobacteria;WCHB1-81;At425 EubF1;At425 EubF1 unclassified
Bacteria_unclassified

Bacteria;Bacteria_unclassified

Bacteroidetes

Bacteria;Bacteroidetes;b-17BO;b-17BO_unclassified
Bacteria;Bacteroidetes;Bacteroidales;Hyd89-65;CFB_1;CFB_1_unclassified
Bacteria;Bacteroidetes;Bacteroidales; Unclassified
Bacteria;Bacteroidetes;Bacteroidetes_unclassified
Bacteria;Bacteroidetes;Crenotrichaceae;Crenotrichaceae_unclassified
Bacteria;Bacteroidetes;Crenotrichaceae;Rhodothermus;Rhodothermus_unclassified
Bacteria;Bacteroidetes;Flavobacteriales;Cytophaga;Arctic_sea_ice_bacterium_ARK9985;Arctic_sea_ice_bacterium_
ARK9985 _unclassified
Bacteria;Bacteroidetes;Flavobacteriales;Cytophaga;Psychroserpens_burtonensis;Unclassified

Bacteria;Bacteroidetes;Flavobacteriales;Cytophaga;Robiginitalea;bacterium_K2-15;bacterium_K2-15_unclassifie
Bacteria;Bacteroidetes;Flavobacteriales;Flavobacteriales_unclassified
Bacteria;Bacteroidetes;Flavobacteriales;LCP-72;LCP-72_unclassified
Bacteria;Bacteroidetes;Saprospirales;Saprospiraceae;Saprospiraceae_unclassified

Caldithrix_KSB1

Bacteria;Caldithrix_KSBZ1;Caldithrixales;Caldithrixales_unclassified
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Chlorobi

Bacteria;Chlorobi;Chlorobi_unclassified

Bacteria;Chlorobi;ZB1;ZB1_unclassified

Chloroflexi

Bacteria;Chloroflexi;Anaerolineae;Anaerolineae_unclassified
Bacteria;Chloroflexi;Anaerolineae;Anaerolineales;Anaerolineales_unclassified
Bacteria;Chloroflexi;Anaerolineae; Anaerolineales;C1_B004;C1_B004_unclassified
Bacteria;Chloroflexi;Anaerolineae; Anaerolineales;envOPS12;A30;H19;H19 unclassified
Bacteria;Chloroflexi;Anaerolineae; Anaerolineales; GCA004;GCA004_unclassified
Bacteria;Chloroflexi;Anaerolineae; Anaerolineales;SB-34;SB-34_unclassified

Bacteria;Chloroflexi;Anaerolineae;Caldilineaceae;Caldilineaceae_unclassified

Bacteria;Chloroflexi;Anaerolineae;DRC31;Napoli-2B-44__BC07-2B-44;Napoli-2B-44__BC07-2B-44_unclassified

Bacteria;Chloroflexi;Anaerolineae;S0208;CCD21;CCD21_unclassified
Bacteria;Chloroflexi;Anaerolineae;SOGA31;SOGA31_unclassified
Bacteria;Chloroflexi;Dehalococcoidetes; Dehalococcoidetes_unclassified

Bacteria;Chloroflexi;Dehalococcoidetes; GIF9;MB-A2-101;Napoli-2B-07__BC07-2B-07;Napoli-2B-07__BC07-2B-

07_unclassified

Bacteria;Chloroflexi;Dehalococcoidetes;H14f;H14f unclassified
Bacteria;Chloroflexi;Dehalococcoidetes;vadinBA26;vadinBA26 _unclassified

Bacteria;Chloroflexi; Thermomicrobia;HN1-15;HN1-15 unclassified

Bacteria;Chloroflexi; TK17;TK17_unclassified

Bacteria;Chloroflexi;Unclassified

Cyanobacteria

Bacteria;Cyanobacteria;PRD01a012B;PRD01a012B_unclassified
Bacteria;Cyanobacteria;Prochlorococcus_marinus_ MED4;Prochlorococcus_marinus_MED4_unclassified
Firmicutes

Bacteria;Firmicutes;Acidaminococcaceae;Acidaminococcaceae_unclassified
Bacteria;Firmicutes;Bacilli;Ammoniphilus;Ammoniphilus_unclassified
Bacteria;Firmicutes;Bacilli;Bacilli_unclassified
Bacteria;Firmicutes;Bacilli;Bacillus_agaradhaerens;Bacillus_agaradhaerens_unclassified
Bacteria;Firmicutes;Bacilli;Bacillus_alcalophilus;Bacillus_alcalophilus_unclassified
Bacteria;Firmicutes;Bacilli;Bacillus_cereus;Bacillus_cereus_unclassified
Bacteria;Firmicutes;Bacilli;Bacillus_funiculus;Bacillus_funiculus_unclassified
Bacteria;Firmicutes;Bacilli;bacterium_str_47083;bacterium_str 47083 _unclassified
Bacteria;Firmicutes;Bacilli;glacial_ice_bacterium_SB100-9-5-1;glacial_ice_bacterium_SB100-9-5-
1 unclassified;glacial_ice_bacterium_SB100-9-5-1_unclassified;glacial_ice_bacterium_SB100-9-5-

1 unclassified;glacial_ice_bacterium_SB100-9-5-1_unclassified;glacial_ice_bacterium_SB100-9-5-1_unclassified

Bacteria;Firmicutes;Bacilli;Halobacillus;Halobacillus_unclassified

Bacteria;Firmicutes;Bacilli;Lactobacillales; Aerococcaceae; Turicibacter; Turicibacter_sanguinis;NB1-n;NB1-

n_unclassifie
Bacteria;Firmicutes;Bacilli;Lactobacillales;Streptococcaceae;Streptococcus;Unclassified
Bacteria;Firmicutes;Bacilli;Marinococcus_halophilus;Bacillus_horikoshii;Unclassified
Bacteria;Firmicutes;Bacilli;Paenibacillaceae;Cohnella;Cohnella_unclassified

Bacteria;Firmicutes;Bacilli;Paenibacillaceae;Paenibacillus_alginolyticus;Paenibacillus_alginolyticus_unclassified

Bacteria;Firmicutes;Bacilli;Paenibacillaceae;Unclassified
Bacteria;Firmicutes;Bacilli;Planococcaceae;Planococcaceae_unclassified
Bacteria;Firmicutes;Bacilli; Thermoactinomycetaceae;Unclassified
Bacteria;Firmicutes;Clostridia;Catabacter;Unclassified
Bacteria;Firmicutes;Clostridia;Clostridia_unclassified
Bacteria;Firmicutes;Clostridia;Clostridiales; Acetivibrio;Acetivibrio_unclassified

Bacteria;Firmicutes;Clostridia;Clostridiales;Acetivibrio;Clostridium_cellulolyticum;Clostridium_cellulolyticum_uncl

assified
Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridiaceae_unclassified
Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium;Unclassified

Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiaceae;Clostridium_novyi;Clostridium_botulinum;Unclassified

Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales_unclassified
Bacteria;Firmicutes;Clostridia;Clostridiales;Coprococcus;Unclassified
Bacteria;Firmicutes;Clostridia;Clostridiales;Epulopiscium;Unclassified
Bacteria;Firmicutes;Clostridia;Clostridiales;U29-D06;Unclassified
Bacteria;Firmicutes;Clostridia;Peptostreptococcaceae;Peptostreptococcaceae_unclassified

Bacteria;Firmicutes;Clostridia;Peptostreptococcaceae;Peptostreptococcus_anaerobius;Clostridium_bifermentans;Unc

lassified
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Bacteria;Firmicutes; Desulfotomaculum;Desulfotomaculum_thermosapovorans;Desulfotomaculum_thermosapovoran

s_unclassified;Desulfotomaculum_thermosapovorans_unclassified 0
Bacteria;Firmicutes; Desulfotomaculum;Desulfotomaculum_unclassified 0
Bacteria;Firmicutes;Firmicutes_unclassified &
Bacteria;Firmicutes;Symbiobacteria;OPB54;BSV81;BSV81_unclassified 0
Bacteria;Firmicutes;Symbiobacteria;OPB54;0PB54_unclassified 0
Bacteria;Firmicutes;Symbiobacteria;Symbiobacterales;Symbiobacterium;Symbiobacterium_unclassified 0
Bacteria;Firmicutes; Syntrophomonadaceae;Syntrophomonadaceae_unclassified 0
Fusobacteria 0
Bacteria;Fusobacteria;Fusobacteriaceae;Cetobacterium_somerae;Cetobacterium_somerae_unclassified 0
Bacteria;Fusobacteria;llyobacter;Ilyobacter_unclassified 0
Gemmatimonadetes 0.4374
Bacteria;Gemmatimonadetes;Gemm-1b;Unclassified 17
Bacteria;Gemmatimonadetes;Gemm-2;Gemm-2_unclassified 0
Bacteria;Gemmatimonadetes;Gemm_4;Gemm_4_unclassified 3
Bacteria;Gemmatimonadetes;Gemm-6;Gemm-6_unclassified 3
Bacteria;Gemmatimonadetes;Gemmatimonadetes_unclassified 3
GNO02 0.0336
Bacteria;GN02;GNO02_unclassified 2
Nitrospirae 0.4038
Bacteria;Nitrospirae;Nitrospirales;Nitrospiraceae;N_marina;Nitrospira_marina;Nitrospira_marina_unclassified 0
Bacteria;Nitrospirae;Nitrospirales;Nitrospirales_unclassified 0
Bacteria;Nitrospirae; Thermodesulfovibrionales; Thermodesulfovibrionaceae;Unclassified 24
NKB19 0
Bacteria;NKB19;Unclassified 0
OP3 0.1178
Bacteria;OP3;BD4-9;BD4-9_unclassified 3
Bacteria;OP3;koll11;koll11_unclassified 1
Bacteria;OP3;0P3_unclassified 3
OP8 0.858
Bacteria;OP8;0P8_1;HMMVPog-54;HMMVPog-54 unclassified 33
Bacteria;OP8;0P8 1;0P8 1 unclassified 18
Bacteria;OP8;0P8 2;0P8 2 unclassified 0
OP9_JS1 0.0505
Bacteria;OP9_JS1;JS1;JS1_unclassified 3
Planctomycetes 1.0767
Bacteria;Planctomycetes;agg27;agg27_unclassified 0
Bacteria;Planctomycetes;agg27;CL500-15;B83;B83_unclassified 0
Bacteria;Planctomycetes;agg27;0M190; ARKCH2Br2-76;ARKCH2Br2-76_unclassified 0
Bacteria;Planctomycetes; Kueneniaceae;Scalindua;Scalindua_unclassified 0
Bacteria;Planctomycetes;Planctomycetacia;DEL17;agg8;Unclassified 2
Bacteria;Planctomycetes;Planctomycetacia;Pirellulales;Pirellulales_unclassified 0

Bacteria;Planctomycetes;Planctomycetacia;Planctomycetacia_unclassified 40
Bacteria;Planctomycetes;Planctomycetacia;Planctomycetales; Unclassified 0
Bacteria;Planctomycetes;Planctomycetacia;Rhodopirellulaceae; ARKDMS-83;ARKDMS-83_unclassified 0
Bacteria;Planctomycetes;Planctomycetacia;Rhodopirellulaceae;Unclassified 3
Bacteria;Planctomycetes;Planctomycetes_unclassified 3
Bacteria;Planctomycetes;WPS-1;BD2-16;BD2-16_unclassified 0
Bacteria;Planctomycetes;WPS-1;BD2-16;MB-C2-105;MB-C2-105_unclassified 9
Bacteria;Planctomycetes; WPS-1;CL500-3;CL120-56;Unclassified 3
Bacteria;Planctomycetes;WPS-1;WPS-1_unclassified 4
Proteobacteria 32.436
Bacteria;Proteobacteria; Alphaproteobacteria;Acetobacterales; Acetobacteraceae; Unclassified 0
Bacteria;Proteobacteria; Alphaproteobacteria; Alphaproteobacteria_unclassified 72
Bacteria;Proteobacteria; Alphaproteobacteria;Bradyrhizobiales;Bradyrhizobiales_unclassified 9
Bacteria;Proteobacteria; Alphaproteobacteria;Bradyrhizobiales;Hyphomicrobiaceae2;Hyphomicrobiaceae2_unclassifi

ed 52
Bacteria;Proteobacteria; Alphaproteobacteria;Bradyrhizobiales;L0133;L0133_unclassified 35
Bacteria;Proteobacteria; Alphaproteobacteria;Bradyrhizobiales;Rhodoplanaceae; Unclassified 0
Bacteria;Proteobacteria; Alphaproteobacteria;Consistiales;Pelagibacter;SAR11;Candidatus_Pelagibacter;Candidatus_

Pelagibacter_ubique;Candidatus_Pelagibacter_ubique_unclassified 0
Bacteria;Proteobacteria; Alphaproteobacteria; Defluvicoccus;Defluvicoccus_unclassified 0

Bacteria;Proteobacteria; Alphaproteobacteria;Nordella;Nordella_unclassified 0
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Bacteria;Proteobacteria; Alphaproteobacteria;PB21;PB21_unclassified
Bacteria;Proteobacteria; Alphaproteobacteria;Phyllobacteriaceae;Phyllobacteriaceae_unclassified
Bacteria;Proteobacteria; Alphaproteobacteria;Rhodobacterales;Rhodobacter;Rhodobacter_unclassified

Bacteria;Proteobacteria; Alphaproteobacteria;Rhodobacterales;Rhodobacter;Roseovarius;Roseovarius_unclassified
Bacteria;Proteobacteria; Alphaproteobacteria;Rhodobacterales;Rhodobacter;Sulfitobacter;Sulfitobacter_unclassified
Bacteria;Proteobacteria; Alphaproteobacteria;Rhodobacterales;Rhodobacterales_unclassified
Bacteria;Proteobacteria; Alphaproteobacteria; Sphingomonadales;Porphyrobacter; Unclassified
Bacteria;Proteobacteria; Alphaproteobacteria;Sphingomonadales; Unclassified

Bacteria;Proteobacteria; Deltaproteobacteria;Bacteriovorax;Bacteriovorax_unclassified

Bacteria;Proteobacteria; Deltaproteobacteria; CTD005-82B-02;CTD005-82B-02_unclassified
Bacteria;Proteobacteria; Deltaproteobacteria; Deltaproteobacteria_unclassified

Bacteria;Proteobacteria; Deltaproteobacteria; Desulfobacteraceae; Desulfobacteraceae_unclassified
Bacteria;Proteobacteria; Deltaproteobacteria; Desulfobacterium_catecholicum;Desulfobacterium_catecholicum_unclas
sified

Bacteria;Proteobacteria; Deltaproteobacteria;Desulfobacterium_catecholicum;Desulfobulbus_rhabdoformis;delta_pro
teobacterium_MLMS-1;BD1-2;BD1-2_unclassified

Bacteria;Proteobacteria; Deltaproteobacteria; Desulfobacterium_catecholicum;Desulfobulbus_rhabdoformis;Unclassifi
ed

Bacteria;Proteobacteria; Deltaproteobacteria;EB1021;Unclassified

Bacteria;Proteobacteria; Deltaproteobacteria; Geobacter;Geobacter_unclassified

Bacteria;Proteobacteria; Deltaproteobacteria; Geobacter;Pelobacter;Unclassified

Bacteria;Proteobacteria; Deltaproteobacteria;Hyd89-23;Hyd89-23 _unclassified

Bacteria;Proteobacteria; Deltaproteobacteria;M1246;CrystalBog021E5;CrystalBog021E5 _unclassified
Bacteria;Proteobacteria; Deltaproteobacteria; MND4;MND4_unclassified

Bacteria;Proteobacteria; Deltaproteobacteria;Myxococcales;Polyangiaceae;Polyangium;Chondromyces_apiculatus;Z
A3704c;Hyd24-27;Hyd24-27_unclassified

Bacteria;Proteobacteria; Deltaproteobacteria;NB1-j;NB1-i;JTB38;JTB38_unclassified

Bacteria;Proteobacteria; Deltaproteobacteria;NB1-j;NB1-i;NB1-i_unclassified

Bacteria;Proteobacteria; Deltaproteobacteria;NB1-j;NB1-j_unclassified

Bacteria;Proteobacteria; Deltaproteobacteria;Nitrospina;Nitrospina_unclassified

Bacteria;Proteobacteria; Deltaproteobacteria;NKB15;NKB15_unclassified

Bacteria;Proteobacteria; Deltaproteobacteria;OPB16;0DP1230B1718;0DP1230B1718_unclassified
Bacteria;Proteobacteria; Deltaproteobacteria;OPB16;Unclassified

Bacteria;Proteobacteria; Deltaproteobacteria;SHA-72;SHA-72_unclassified

Bacteria;Proteobacteria; Deltaproteobacteria;UA27;UA27_unclassified
Bacteria;Proteobacteria;Epsilonproteobacteria; Sulfurovumales; Sulfurovumaceae; Unclassified
Bacteria;Proteobacteria;Epsilonproteobacteria; Sulfurovumales;Sulfurovumales_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;Acidithiobacillales;Unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;AL-2A;AL-2A _unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;Alcanivoracaceae;Alcanivoracaceae_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;Alteromonadales;Unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;Arctic96B-
1;Gammaproteobacteria;Gammaproteobacteria_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;B2M28;B2M28_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;BD1-1;BD1-1_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;BD7-8;BD7-8_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;Betaproteobacteria;Betaproteobacteria_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;Ferrimonadaceae;Unclassified
Bacteria;Proteobacteria;Gammaproteobacteria; Gammaproteobacteria_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;Halomonadaceae;Halomonas;Halomonas_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;HTCC2089;0bligately_oligotrophic_bacteria_KI89C;obligately_oligo
trophic_bacteria_KI89C_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;Legionellales;Legionella;Legionella_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;Legionellales;Unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;Marinobacter;Marinobacter_hydrocarbonoclasticus;Marinobacter_hyd
rocarbonoclasticus_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;Microbulbifer;Microbulbifer_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;OM60;OM60_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;sulfur_oxidizing_symbionts;Unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;Vibrionaceae;Photobacterium;Photobacterium_unclassified
Bacteria;Proteobacteria;Gammaproteobacteria;Vibrionaceae;Vibrionaceae_unclassified
Bacteria;Proteobacteria;Proteobacteria_unclassified
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Bacteria;Spirochaetes;Spirochaetales;Spirochaetaceae; Unclassified
Bacteria;Spirochaetes;Spirochaetes_unclassified

Thermi

Bacteria; Thermi;Deinococcales; Trueperaceae;Unclassified
TM6

Bacteria;TM6; TM6_unclassified; TM6

T™M7

Bacteria; TM7;TM7_unclassified
Bacteria;TM7;TM7-1;TM7-1_unclassified

Bacteria; TM7;TM7-3;CW040;CWO040_unclassified
Verrucomicrobia
Bacteria;Verrucomicrobia;Opitutae;Opitutae_unclassified
Bacteria;Verrucomicrobia;Unclassified
Bacteria;Verrucomicrobia;Verruco-5;Unclassified
Bacteria;Verrucomicrobia;Verrucomicrobiae;Rubromonas;Rubromonas_unclassified
VHS-B5-50
Bacteria;VHS-B5-50;VVHS-B5-50_unclassified

WS1

Bacteria;WS1;WS1_unclassified

WS2

Bacteria;WS2;WS2_unclassified

WS3

Bacteria;WS3;Hyd24-12;Hyd24-12_unclassified
Bacteria;WS3;Sediment-1;PRR-12;PRR-12_unclassified
Bacteria;WS3;Sediment-1;Sediment-1_unclassified

ZB2

Bacteria;ZB2;BD5-13;Unclassified
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A2: Taxonomy based on EzBiocloud database Name GS1A |PS1B
Bacteria;;;10BAV;;10BAV _c;;10BAV_0;;10BAV _f;;10BAV_f _uc;10BAV_f uc_s 10BAV_f uc_s | 0.0337 0
Bacteria;;;AB179666_p;;AB179666_c;;AB179666_c_uc;;AB179666_c_uc_f;;AB179666_c_uc_g; AB179666 ¢ uc ol 0.024
AB179666 _c uc_s -
!3acter|a;;;Audobact(_erla;;Audobactena_uc;;Amdobactena_uc_o;;Amdobactena_uc_f;;Audobacter Acidobacteria ucl 0.0168 0
ia_uc_g;Acidobacteria_uc_s -
Bacteria;;;Acidobacteria;;Chloracidobacterium_c;;Blastocatella_o;;Blastocatella_f;;Blastocatella;FJ FI545571 s 0.0168 0
545571 s -
Bacteria;;;Acidobacteria;;DQ513087_c;;DQ513087_0;;DQ513087_f;;HQ445680_g;EU881312_s |EU881312_s 0] 0.024
Eiccte;la;;;Amdobactena;;EU686603_c;;EU686603_0;;EU686603_f;;EU686603_f_uc;EU686603_ EU686603_f uc { 0.0168 0.073
‘I;%acterla;;;Amdobactena;;EU686603_C;;EU686603_0;;EU686603_f;;EU686603_g;EU686603_g_u EU686603_g_uc ol 0.097
Bacteria;;;Acidobacteria;;EU686603_c;;EU686603_0;;EU686603_f;;EU686603_¢;EU925897 s |EU925897_s 0[ 0.024
?acterla;;;AC|dobacter|a;;EU686603_c;;EU686603_0;;EU686603_f;;EU686611_g;EU686611_g_u EU686611_g_uc ol 0.024
Bacteria;;;Acidobacteria;;EU686603_c;;EU686603_0;;EU686603 _f;;295727_g;295727_g_uc Z95727_g_uc 0] 0.121
Bacteria;;;Acidobacteria;;EU686603_c;;EU686603_0;;EU686603_o_uc;;EU686603_0_uc_g;EU6 EU6S6603 0 uC ol 0.024
86603 0 _uc_s _0_ucC_|
Bacteria;;;Acidobacteria;;EU686603_c;;EU686603_0;;HM445331_f;;HM445331 f uc;HM44533 HM445331_f uc ol 0.048
1 fucs

Bacteria;;;Acidobacteria;;EU686603_c;;EU686603_0;;HM445331_f;;HM445331_g;AY225640_s [AY225640_s 0.0168| 0.024
Bacteria;;;Acidobacteria;;EU686603_c;;EU686603_0;;HM445331_f;;HM445331_g;EF125431_s [EF125431_s 0| 0.024
Bacteria;;;Acidobacteria;;EU686603_c;;EU686603_0;;HM445331_f;;HM445331_g;EF999365_s [EF999365_s 0| 0.024
Bli(::terla;;;Audobactena;;EU686603_c;;EU686603_0;;HM445331_f;;HM445331_g;HM445331_g HM445331_g_uc ol 0.201
Ea;cctegla;;;Audobactena;;EU700145_c;;EU700145_0;;EU700145_f;;EU700145_f_uc;EU700145_ EU700145_f uc_{ 0.0168 0.024
Bacteria;;;Acidobacteria;;EU700145_c;;EU700145_0;;EU700145 f;;EU700145 ¢g;DQ811917_s |DQ811917_s 0] 0.048
Bacteria;;;Acidobacteria;;EU700145_c;;EU700145_0;;EU700145_f;;EU700145 g;EU048694 s |EU048694 s 0] 0.024
Bacteria;;;Acidobacteria;;EU700145_c;;EU700145_0;;EU700145_f;;EU700145 ¢;EU491435 s |EU491435 s 0] 0.024
?acterla;;;Audobactena;;EU700145_c;;EU700145_0;;EU700145_f;;EU700145_g;EU700145_g_u EU700145_g_uc | 0.1178] 0.436
Bacteria;;;Acidobacteria;;EU700145_c;;EU700145_o0;;EU700145_f;;EU700145 ¢;EU700145 s |EU700145 s 0] 0.121
Bacteria;;;Acidobacteria;;EU700145_c;;EU700145_0;;EU700145 f;;EU700145_g¢;JX391806_s JX391806 s 0] 0.048
Eic(fe:a;;;AC|dobacter|a;;EU795203_c;;EU795203_0;;EU795203_f;;EU795203_f_uc;EU795203_ EU795203_f uc { 0.0168| 0.073
Bacteria;;;Acidobacteria;;EU795203_c;;EU795203_0;;EU795203_f;;EU795203_g;4P005924_s 4P005924 s 0] 0.024
(I;%acterla;;;AC|dobacter|a;;EU795203_c;;EU795203_0;;EU795203_f;;EU795203_g;EU795203_g_u EU795203_g_uc ol 0.024
Bacteria;;;Acidobacteria;;EU795203_c;;EU795203_0;;EU795203_f;;EU795203_ g;JF344680_s JF344680_s 0.0168 0
Bacteria;;;Acidobacteria;;EU795203_c;;EU795203_0;;EU795203 f;;EU795203_¢;JN977149 s  |[IN977149 s 0[ 0.024
Bacteria;;;Acidobacteria;;EU795203_c;;EU795203_0;;EU795203 f;;EU925917 ¢;4P004051_s |4P004051_s 0[ 0.024
Bacteria;;;Acidobacteria;;EU795203_c;;EU795203_o0;;EU795203_f;;EU925917_¢;EU700181_ s |EU700181_s 0] 0.073
(I:Bacterla;;;Amdobacterna;;EU795203_C;;EU795203_0;;EU795203_f;;EU925917_g;EU925917_g_u EU925917 g_uc ol 0.028
Bacteria;;;Acidobacteria;;HM243779_c;;AM997925_0;;AM997925_f;;AM997925 f uc;AM9979 AM997925_f uc | 0.0337| 0.388

25 f uc s




Bacteria;;;Acidobacteria;;HM243779_c;;AM997925_0;;AM997925_f;;EF125393 ¢;EF125393_g_

o EF125393_g_uc 0] 0.097
Bacteria;;;Acidobacteria;;HM243779_c;;AM997925_0;;AM997925_f;;EF125393 ¢;IJN977257_s [IN977257_s 0] 0.073
Bacteria;;;Acidobacteria;;HM243779_c;;AM997925_0;;AM997925_f;;EF125393 ¢;JQ612190_s [JQ612190 s 0] 0.024
Bacteria;;;Acidobacteria;;HM243779_c;;AM997925_0;;AM997925_f;;EU373944_g;EU373944_s [EU373944_s 0| 0.024
BS((::teria;;;Acidobacteria;;HM243779_C;;AM997925_0;;AM997925_f;;EU373947_g;EU373947_g EU373947 g_uc ol 0.048
Bacteria;;;Acidobacteria;;HM243779_c;;AM997925_0;;AM997925_f;;EU373947_g;EU734964_s |EU734964 s 0.0168 0
Bacteria;;;Acidobacteria;;HM243779_c;;AM997925_0;;AM997925_f;;HQ190557_g;DQ395034_s|DQ395034 s 0.0168 0
Bacteria;;;Acidobacteria;;HM243779_c;;AM997925_0;;AM997925_f;;HQ190557_g;FJ545586_s |FJ545586_s 0.0337 0
_Bjé:teria;;;Acidobacteria;;HM243779_C;;AM997925_0;;AM997925_f;;HQ190557_g;HQ190557_g HQ190557 g uc | 0.0673| 0.412
I\B/lagg:gt;;rgiz;s;;_Ac;(iijlg_l)sacteria;;HM243779_C;;AM997925_0;;AM997925_0_u<:;;AM997925_0_uc_g;A AM997925 o, uc] ol 0.024
_Bli:teria;;;Acidobacteria;;HQ645210_c;;HQ645210_0;;HQ645210_f;;DQ829648_g;DQ829648_g DQ829648_g_uc ol 0.048
ijgtzelr(ii;ﬁiif:baCteria;;HQ645210_C;;HQ645210_0;;HQ645210_0_uc;;HQ645210_0_UC_9;HQ HQ645210_o_uc ol 0.024
_Bfa_c:iii:;;;Acidobacteria;;Solibacteres;;EU445199_0;;HM187196_f;;HM187196_f_uc;HM187196 HM187196_f uc| 0.0168| 0.024
?acteria;;;Acidobacteria;;Solibacteres;;Solibacterales;;EU652508_f;;EU652508_g;EU652508_g_u EUB52508_g_uc ol 0.024
E;ft;r_izg;;ﬁ\:%ijzgggt_efr_ii;g:ermoanaerobacuIum_c;;Thermoanaerobaculum_o;;JF344531_f;;JF344 JF344531_f uc_s| 0.0168| 0.315
E;i:t_egr;izgéggi;ljlb_a:teria;;Thermoanaerobaculum_c;;Thermoanaerobaculum_o;;JF344531_f;;JF344 4P003941_s ol 0.024
E;i:t_egr;izgéggi;lflb_a:teria;;Thermoanaerobaculum_c;;Thermoanaerobaculum_o;;JF344531_f;;JF344 4P005911.s ol 0.048
?;i:t_e;r;iz;'; ﬁ(;ijggi\;:teria;;Thermoanaerobaculum_c;;Thermoanaerobaculum_o;;JF344531_f;;JF344 EF125450_s ol 0.145
E;i:t_egr;iz;dg:;ggzizteria;;Thermoanaerobaculum_c;;Thermoanaerobaculum_o;;JF344531_f;;JF344 EU287099 s 0.0168 0
E;i:t_egr;iz;dg:;ollgtz)izteria;;Thermoanaerobaculum_c;;Thermoanaerobaculum_o;;JF344531_f;;JF344 EU287132 s ol 0.024
E;i:t_egr;iz;dg;ggtéizteria;;Thermoanaerobaculum_c;;Thermoanaerobaculum_o;;JF344531_f;;JF344 EUB17736_s 0.0505| 0.048
E;i:t_egr;iz;dg;ggt;izteria;;Thermoanaerobaculum_c;;Thermoanaerobaculum_o;;JF344531_f;;JF344 EUBL7737 s ol 0073
E;i:t_egr;iz;dg:lggzizteria;;Thermoanaerobaculum_c;;Thermoanaerobaculum_o;;JF344531_f;;JF344 EU734994 s ol 0073
E;;:ie;r;i;;:;éﬁzgitgc_tiga;;Thermoanaerobaculum_c;;Thermoanaerobaculum_o;;JF344531_f;;JF344 JF344531_g_uc |0.0505| 1.042
E;;:ie;r;i;;:;éﬁzgitizcteria;;Thermoanaerobaculum_c;;Thermoanaerobaculum_o;;JF344531_f;;JF344 IF344531_s 0.0168| 0.024
E;;:t_e;r;ij; Qgiggg_agteria;;Thermoanaerobaculum_c;;Thermoanaerobaculum_o;;JF344531_f;;JF344 IX240993 s ol 0218
E;;:ie;r;ij;;gziggf_agteria;;Thermoanaerobaculum_c;;Thermoanaerobaculum_o;;JF344531_f;;JF344 IX504264 s ol 0.004
lIJB;:(:_t]Ez;r;|S;(;2;3,,0;)c5|>((ul)2giztﬁ)rg;?;,'(;g(e)rlrgi)giz((e:robacuIum_c;;ThermoanaerobacuIum_o;;ThermoanaerobrslcuI DQ395019._g_uc | 0.0673| 0.145
lIJB;:(:_t]Ez;r;S,(,2,3,,0;)c5|>((ul)2gi(;t;(?:rsi,g,;’g?;T;)anaerobacuIum_c,,ThermoanaerobacuIum_o;;ThermoanaerobrslcuI FI455879_s 0.0168 0
lIJBr?](:_t]Ez;r;|S,(,D,ro,‘Og)c;((JI)ggi(;tzrll‘:jl’),;l;l:g2rlT;)anaerobacuIum_c,,ThermoanaerobacuIum_o;;ThermoanaerobrslcuI IF344561_s 0.1345| 0.104
Bacteria;;;Acidobacteria;; Thermoanaerobaculum_c;; Thermoanaerobaculum_o;; Thermoanaerobacul IX391686_s 0.0168 0

um_f;;DQ395019 g;JX391686 s




Bacteria;;;Acidobacteria;; Thermoanaerobaculum_c;; Thermoanaerobaculum_o;;Thermoanaerobacul

= - Thermoanaerobac 0f 0.097
um_f;; Thermoanaerobaculum_f uc;Thermoanaerobaculum_f uc_s
Bacteria;;;Acidobacteria;; Thermoanaerobaculum_c;; Thermoanaerobaculum_o;;Thermoanaerobacul

- - Thermoanaerobac 0f 0.073
um_o_uc;;Thermoanaerobaculum_o_uc_g;Thermoanaerobaculum_o_uc_s
?acterla;;;Amdobactena;;Z95718_c;;295718_0;;DQ395349_f;;DQ395349_f_uc;DQ395349_f_uc_ DO395349 f uc | 0.0168 0
Bacteria;;;Acidobacteria;;Z95718_c;;Z295718 0;;DQ395349_f;;DQ395349 g;DQ395349 g_uc DQ395349 g_uc | 0.0168 0
Bacteria;;;Acidobacteria;;Z95718_c;;Z95718 0;;EU491886_f;;EU491886_f uc;EU491886 f uc_s|EU491886 f uc 0] 0.097
Bacteria;;;Acidobacteria;;Z95718_c;;Z95718 0;;EU491886_f;;GQ472805_g;GQ246376_s GQ246376_s 0] 0.073
Bacteria;;;Acidobacteria;;Z95718_c;;Z295718 0;;EU652505_f;;EU373925_g;EU373925_g_uc EU373925_g_uc 0] 0.024
Bacteria;;;Acidobacteria;;Z95718_c;;Z95718 0;;EU652505_f;;EU652505_f uc;EU652505_f uc_s|EU652505 f uc 0] 0.073
Bacteria;;;Acidobacteria;;Z95718_c;;Z95718_0;;EU652506_f;;EU652506_g;EU652506_s EU652506_s 0.0168 0
Bacteria;;;Acidobacteria;;Z95718_c;;Z295718_0;;EU652507_f;;EU652507_f uc;EU652507_f uc_s|EU652507_f uc 0] 0.048
Bacteria;;;Acidobacteria;;Z95718_c;;Z295718 0;;EU652507_f;;EU652507_g;EU652507_g_uc EU652507_g_uc 0] 0.048
Bacteria;;;Acidobacteria;;Z95718 c;;Z95718 0;;295718 f;;Z95718 f uc;Z95718 f uc_s Z95718 f uc_s | 0.0505| 0.63
Bacteria;;;Acidobacteria;;Z95718_c;;Z295718 0;;295718_f;;795718 ¢;DQ351815 s DQ351815_s 0[ 0.024
Bacteria;;;Acidobacteria;;Z95718 _c;;Z95718 0;;Z95718 f;;795718_g;EU734973 s EU734973 s 0| 0.024
Bacteria;;;Acidobacteria;;Z95718_c;;Z295718 0;;295718_f;;Z95718_g;EU925891 s EU925891 s 0] 0.073
Bacteria;;;Acidobacteria;;Z95718_c;;Z95718 0;;795718_f;;Z95718_g;GQ246323_s GQ246323_s 0| 0.024
Bacteria;;;Acidobacteria;;Z95718_c;;Z95718 0;;295718_f;;Z795718 g;GU230435_s GU230435_s 0[ 0.024
Bacteria;;;Acidobacteria;;Z95718_c;;Z95718 0;;795718 f;;Z95718_g;IN977337_s JN977337 s 0.0168 0
Bacteria;;;Acidobacteria;;Z95718_c;;Z295718 0;;295718_f;;Z95718_g;Z95718 g_uc 795718 g_uc 0.0337] 0.364
Bacteria;;;Acidobacteria;;Z95718_c;;Z95718 _0;;Z95718 0_uc;;Z95718 0_uc_g;Z95718_o_uc_s |Z95718 o_uc_s | 0.0168| 0.048
Bacterla;;;A_ct_lnqbact?rla;;ACIdlmlcroblla;;AC|d|m|crob|aIes;;AC|d|m|cr0b|aIes_uc;;AC|d|m|crob|aI Acidimicrobiales | 0.0168 0
es_uc_g;Acidimicrobiales_uc_s
Bacteria;;;Actinobacteria;;Acidimicrobiia;; Acidimicrobiales;;AM991247 f;;AM991247 f uc;AM9 AM991247 f uc | 0.0168| 0.267
91247 f uc s
2B:'f;:tegr|al1j;(;:;Act|nobacterla;;ACIdlmlcrobna;;AC|d|m|croblales;;AM991247_1‘;;AM991247_g;AM991 AM991247 g_uc| 0.1009| 0.048
ngcierla;;;Actlnobacterla;;ACIdlmlcrobna;;AC|d|m|crob|aIes;;AM991247_f;;AM991247_g;EU3354 EU335429 s ol 0.022
2B?zjlc;erllf(\:;;;Actlnobacterla;;ACIdlmlcrobna;;AC|d|m|crob|a1Ies;;DQ395423_1‘;;DQ395423_g;DQ3954 DO395423_g_uc ol 0.022
?gcierla;;;Actlnobacterla;;ACIdlmlcrobna;;AC|d|m|crob|aIes;;DQ395423_T;;EU799666_g;GU1180 GU118038_s ol 0.022
Bacteria;;;Actinobacteria;; Acidimicrobiia;; Acidimicrobiales;;DQ395502_f;;DQ395502 f uc;DQ3 DQ395502_f uc_| ol 0.048
95502 f uc s
Z’,a;:terla;;;Actlnobacterla;;ACIdlmlcrobna;;AC|d|m|crob|aIes;;DQ395502_T;;DQ395502_g;4P00605 4P00BOS4. s ol 0.388
?;cgerllji;;;Actlnobacterla;;AC|d|m|cr0b||a;;AC|d|m|crob|aIes;;DQ395502_f;;DQ395502_g;DQ3955 DO395502_g_uc ol 0.121
7Ba;:ter|a;;;Actlnobacterla;;AC|d|m|cr0b||a;;AC|d|m|crob|aIes;;DQ395502_f;;FJ229917_g;EU37408 EU374087 s ol 0.024
5Bag::teuréa;;;Actlnobacterla;;AC|d|m|cr0b||a;;AC|d|m|crob|aIes;;DQ396300_1‘;;AJ241005_§;];AJZ4100 AJ241005_g_uc ol 0.145
E?c;erlli;;;Actlnobacterla;;AC|d|m|cr0b||a;;AC|d|m|crob|aIes;;DQ396300_f;;DQ395467_g;DQ3954 DO395467_g_uc ol 0.073
E?cierla;;;Actlnobacterla;;AC|d|m|cr0b||a;;AC|d|m|crob|aIes;;DQ396300_f;;DQ395467_g;DQ3954 DQ395467 s ol 0.097
Bacteria;;;Actinobacteria;; Acidimicrobiia;; Acidimicrobiales;;DQ396300_f;;DQ396300 f uc;DQ3 DQ396300_f uc | ol o017
96300 f uc s
GBgc;erllji;;;Actlnobacterla;;AC|d|m|cr0b||a;;AC|d|m|crob|aIes;;DQ396300_f;;EU491569_g;EU4915 EU491569_g_uc ol 0.048
Sngtirlii:;;,?ctlnobacterla;;AC|d|m|cr0b||a;;AC|d|m|crob|aIes;;EF584530_f;;EF584530_f_uc;EF584 EF584530_f UC. ¢ ol 0.097




Bacteria;;;Actinobacteria;;Acidimicrobiia;;Acidimicrobiales;;EU491192_f;;EU491192 f uc;EU49

EU491192 f uc 0] 0.048
1192 f uc_s - -
B;c;irla;;;Actlnobacterla;;AC|d|m|crob||a;;AC|d|m|crob|aIes;;EU491192_f;;FJ229941_g;FJ229941 F1229941_g_uc ol 0.073
SBacterla;;;Actlnobacterla;;AC|d|m|crob||a;;AC|d|m|crob|aIes;;Iamlaceae;;EF632905_g;AM889149_ AM889149 s ol 0.073
BS((::terla;;;Actlnobacterla;;AC|d|m|crob||a;;AC|d|m|crob|aIes;;Iamlaceae;;EF632905_g;EF632905_g EF632905_g_uc ol 0.048
_Bacteria;;;Actinobacteria;;Acidimicrobiia;;Acidimicrobiales;;Iamiaceae;;Iamiaceae uc;lamiaceae .
e s - — |lamiaceae_uc_s 0f 0.048
ngtesrla;;;Actlnobacterla;;AC|d|m|crob||a;;AC|d|m|crob|aIes;;IIumatobacter_f;;IIumatobacter;FJ358 F1358904 s ol 0.024
Bact_eria;;;Actinobacteria;;Acidimicrobiia;;Acidimicrobiales;;IIumatobacter f;;llumatobacter;lluma

- llumatobacter_uc 0| 0.048

tobacter_uc -
Bacteria;;;Actinobacteria;;Acidimicrobiia;;Acidimicrobiales;;llumatobacter_f;;Ilumatobacter_f _uc;

llumatobacter_f U 0.0168 0
llumatobacter f uc s
BBagterla;;;Actlnobacterla;;AC|d|m|crob||a;;AC|d|m|crob|aIes;;Mlcrothrlx_f;;FN554394_g;EU48806 EU488068_s ol 0.194
?a;:teur::a;;;Actlnobacterla;;AC|d|m|crob||a;;AC|d|m|crob|aIes;;Mlcrothrlx_f;;FN554394_g;FN55439 FN554394_g_uc ol 0.097
B_ac?eria;;;Actinobacteria;;Acidimicrobiia;;Acidimicrobiales;;Microthrix f;;Microthrix_f_uc;Micro |, ,. .

. - - Microthrix_f_uc 0] 0.194
thrix_f uc_s - -
Bacte_:rla;;;Actlr?oba_cterla;;Agtlnobacterla_c;;Actlnobacterla_c_uc;;Actlnobacterla_c_uc_f;;Actlnob Actinobacteria_c | 0.0168| 0.024
acteria_c_uc_g;Actinobacteria_c_uc_s
Bacterla;;;Agtlnopacterl_a;;Actlnobacterla_c;;Corynebacterlales;;Mycobacterlaceae;;Mycobacterlum Mycobacterium in ol 0.028
;Mycobacterium insubricum
lI)Bra;(i/tie;rla;;;Actlnobacterla\;;Actlnobacterla_c;;Corynebacterlales;;Nocardlaceae;;MllllSla;MlIIlsw\ Millisia brevis ol 0.024
Bacteria;;;Actinobacteria;;Actinobacteria_c;;Corynebacteriales;;Nocardiaceae;;Nocardia;Nocardia -
niwae Nocardia niwae 0] 0.048
B?cutirls;;;Actlnobacterla;;Actlnobacterla_c;;Franklales;;A8021325_f;;ABOZl325_f_uc;ABOZl325 AB021325_f uc_ ol 0.048
Bj((::terla;;;Actlnobacterla;;Actlnobacterla_c;;Franklales;;A8021325_f;;ABOZl325_g;AB()21325_g AB021325_g_uc ol 0.315
Bacteria;;;Actinobacteria;; Actinobacteria_c;;Frankiales;;AB021325_f;;AB021325_g;EF471577_s |EFA71577_s 0] 0.048
Bacteria;;;Actinobacteria;;Actinobacteria_c;;Frankiales;;AB021325_f;;AB021325 g;FJ937869_s [FJ937869_s 0] 0.509
Bacteria;;;Actinobacteria;;Actinobacteria_c;;Frankiales;;Frankiaceae;;AY234742_q;4P002476_s |4P002476_s 0] 0.024
Bacteria;;;Actinobacteria;; Actinobacteria_c;;Frankiales;;Frankiales_uc;;Frankiales_uc_g;Frankiales .

uC s Frankiales_uc_s 0] 0.048
Bacteria; Acti i Acti ia_c.:Frankiales;; hilaceae:; hilus; _

acteria;;; CtII:lObaC'[el’Ia,, ctinobacteria_c;;Frankiales;;Geodermatophilaceae;;Geodermatophilus; Geodermatophilug ol 0.024
Geodermatophilus obscurus

B ia;;;Acti ia;;Acti ia_c;;Frankiales;; hil N hilus; .

acteria;;; CtII:lObaC'[el’_Ia,, _ctlnobacterla_c,, rankiales;;Geodermatophilaceae;;Geodermatophilus; Geodermatophilug ol 0.024
Geodermatophilus tzadiensis

Bacterla;;;Actmo_bactena;;Actlnobacterla_c;;M|cr0coccales;;Mlcrococcaceae;;Arthrobacter;Arthro Arthrobacter glob ol 0.024
bacter globiformis

Bacteria;;;Actinobacteria;;Actinobacteria_c;;Micromonosporales;;Micromonosporaceae;;Micromo |, ..

L . . Micromonospora 0] 0.024
nospora;Micromonospora haikouensis
Bacteria;;;Actinobacteria;;Actinobacteria_c;;Micromonosporales;;Micromonosporaceae;;Pseudosp .

L . . Pseudosporangiun 0[ 0.024
orangium;Pseudosporangium ferrugineum
Bacteria;;;Actinobacteria;;Actinobacteria_c;;Propionibacteriales;;Nocardioidaceae;;Nocardioides;N -

.. . Nocardioides pand 0.0168 0
ocardioides panaciterrulae
BaTcterla;;;Actlnobacterla;;Actlnobacterla_c;;Proplonlbacterlales;;Proplonlbacterlaceae;;Mlcrolunat F1478884 s ol 0.024
us;FJ478884 s
Bac_terla_l;;;Ac_tlnc_)bacter_la;;Actlnobacterla_c;;Proplonlbacterlales;;Proplonlbacterlaceae;;Proplonlba Propionibacteriun] ol 0.024
cterium;Propionibacterium acnes
Bacter_la;;;Actlno_bacte.rla;_;Actlnc_)bacterla_c;;Proplonlbacterlales;;Proplonlbacterlales_uc;;Proplom Propionibacteriald ol 0.024
bacteriales_uc_g;Propionibacteriales_uc s
Bacteria;;;Actinobacteria;;Actinobacteria_c;;Pseudonocardiales;;Pseudonocardiaceae;; Actinomycet .

Actinomycetospor] 0] 0.024

ospora;Actinomycetospora chlora




Bacteria;;;Actinobacteria;; Actinobacteria_c;;Streptomycetales;;Streptomycetaceae;; Streptomyces;S

) Streptomyces curg 0| 0.024
treptomyces curacoi
Bacterla;;;Actlr?obac_t_erla;;A(?tlnobacterla_c;;Streptomycetales;;Streptomycetaceae;;Streptomyces;S Streptomyces heil ol 0.024
treptomyces heilongjiangensis
Bacterla;;;Actlnobac_terla;;Actlnobacterla_c;;Streptomycetales;;Streptomycetaceae;;Streptomyces;S Streptomyces lanr ol 0.024
treptomyces lannensis
Bacterla;;;Actlno_bacte_rlg;;Actlnobacterla_c;;Streptomycetales;;Streptomycetaceae;;Streptomyces;S Streptomyces stell ol 0.024
treptomyces stelliscabiei
Bacteria;;;Actinobacteria;; Actinobacteria_c;;Streptomycetales;;Streptomycetaceae;; Streptomyces;S Streptomyces,_uc ol 0.048
treptomyces_uc
Bacte_rla;;.;Actlnopacterla;;_Actmobacterla_c;;Streptosporanglales;;Streptosporanglaceae;;Sphaerlsp Sphaerisporangiu ol 0.024
orangium;Sphaerisporangium_uc
Bacterla;;;A(_:tlnobacterla;;Actlnobacterla_c;;Streptosporanglales;;Thermomonosporaceae;;Actlnoal Actinoallomurus | 0.0168 0
lomurus;Actinoallomurus_uc ~
2B:tf(;:tzeé)rle;;;;Actlnobacterla;;Corlobacterna;;Corlobacterlales;;Corlobacterlaceae;;GQ396959_g;DQ5 DQ521820_s ol 0.024
6B:tf(}:;elrle;;;;Actlnobacterla;;Corlobacterna;;Corlobacterlales;;Corlobacterlaceae;;GQ396959_g;GQ4 GQ461691 s ol 0.024
ga:tﬁza;;;Actlnobacterla;;DQ513070_C;;DQ513070_0;;DQ513070_f;;DQ513070_f_uc;DQ51307 DQ513070_f uc_| 0.0337 0
Bacteria;;;Actinobacteria;;DQ513070_c;;DQ513070_0;;DQ513070_o_uc;;DQ513070_o_uc_g;DQ DQ513070_0_uc | 0.0168 0
513070 0_uc_s
Bfacutin:;;;Actlnobacterla;;DQ513070_C;;EU385864_0;;EU385864_f;;EU385864_f_uc;EU385864 EU385864_f uc_ ol 0.024
ll?scterla;;;Actlnobacterla;;DQ513070_C;;EU385864_0;;EU385864_f;;EU385864_g;EU385864_g_ EU385864_g_uc | 0.0168 0.097
Bacteria;;;Actinobacteria;;DQ513070_c;;EU385864_0;;EU385864 0 _uc;;EU385864_o_uc_g;EU3 EU385864_0_uc | 0.0168 0
85864 0 _uc s
Bfac:irl:;;;Actlnobacterla;;EU374107_C;;EU374107_0;;EU374093_f;;EU374093_f_uc;EU374093 EU374093_f uc { 0.0168| 0.121
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374093 _f;;EU374093_¢;AY592138 s |AY592138 s 0.0168 0
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374093_f;;EU374093_g;EU374089_s |EU374089_s 0] 0.024
lI;%(z:wterla;;;Actlnobacterla;;EU374107_C;;EU374107_0;;EU374093_f;;EU374093_g;EU374093_g_ EU374093_g_uc | 0.0673| 0.436
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374093_f;;EU374093_¢g;HM598211 s |HM598211 s 0.0168] 0.048
(I:3acter|a;;;Actlnobacterla;;EU374107_c;;EU374107_0;;EU374107_f;;4P002712_g;4P002712_g_u 4P002712_g_uc ol 0.024
lI;%(z:wterla;;;Actlnobacterla;;EU374107_c;;EU374107_0;;EU374107_f;;DQ395394_g;DQ395394_g_ DQ395394_g_uc | 0.0168 0
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;DQ395394_¢;DQ395394_s |DQ395394 s 0.0505 0
lI;%(z:wterla;;;Actlnobacterla;;EU374107_C;;EU374107_0;;EU374107_f;;EU374100_g;EU374100_g_ EU374100_g_uc | 0.0337 0
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;EU374100_¢;FJ624300_s |FJ624300_s 0.2524 0
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;EU374100_¢;JF344188 s |JF344188 s 0.1178 0
Bfac:in:;;;Actlnobacterla;;EU374107_C;;EU374107_0;;EU374107_f;;EU374107_f_uc;EU374107 EU374107 f uc_{ 0.1514] 0.218
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;EU374107_¢;4P002687_s |4P002687_s 0] 0.145
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;EU374107_¢g;DQ395050_s [DQ395050_s 0.0168] 0.267
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;EU374107_¢;DQ395358_s |DQ395358 s 0[ 0.024
ll?:cterla;;;Actlnobacterla;;EU374107_c;;EU374107_0;;EU374107_f;;EU374107_g;EU374107_g_ EU374107_g_uc | 0.0673| 0.267
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;EU374107_g;EU374107_s |EU374107_s 0.0168 0




Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;EU374107_g;EU491057_s |EU491057_s 0.0168 0
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;EU374107_¢;FJ358902_s |FJ358902_s 0] 0.145
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;EU374107_¢g;FJ416072_s |FJ416072_s 0] 0.024
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;EU374107_¢;GQ246409_s |GQ246409 s 0.0505 0
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;EU374107_¢;JF344148 s |JF344148 s 0.0168] 0.048
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;FJ712481_g;4P004824_s 4P004824 s 0] 0.048
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;FJ712481 ¢;FJ545440 s FJ545440 s 0.0505] 0.097
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;FJ712481_¢;FJ712481 g_uc|FJ712481_g_uc | 0.1514| 0.024
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;FJ712481_g;FJ712481 s FJ712481 s 0] 0.024
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_f;;FJ712481_¢;GQ246337_s |GQ246337_s 0.6898 0
Bacteria;;;Actinobacteria;;EU374107_c;;EU374107_o;;EU374107_o_uc;;EU374107_o_uc_g;EU3 EU374107 o uc | 0.0337 0
74107 0 uc s - ]
Bacteria;;;Actinobacteria;;FJ478799 _c;;FJ478799 o;;FJ478799_f;;FJ478799_g;4P006019_s 4P006019 s 0| 0.024
Bacteria;;;Actinobacteria;;OPB41;;EU385697_0;;EU385697_f;;DQ394962_g;DQ394972_s DQ394972_s 0] 0.048
Bacteria;;;Actinobacteria;;OPB41;;0PB41_o0;;0PB41 f;;OPB41 f uc;OPB41 _f uc_s OPB41 f uc_ s |0.0168 0
?a:tﬁzla;;;Actlnobacterla;;Rubrobacterla;;ABZ40334_0;;ABZ40334_f;;ABZ40334_f_uc;ABZ4033 AB240334_f uc_ ol 0.028
Bjé:terla;;;Actlnobacterla;;Rubrobacterla;;ABZ40334_0;;ABZ40334_f;;ABZ4O334_g;ABZ40334_g AB240334_g_uc | 0.0168 0
Bacteria;;;Actinobacteria;;Rubrobacteria;;AB240334_0;;AB240334_f;;AB240334_¢;DQ890440_s |DQ890440_s 0] 0.218
Bacteria;;;Actinobacteria;;Rubrobacteria;;AB240334_0;;AB240334_f;;AB240334_g;EU804030_s |EU804030_s 0] 0.218
B?cutirls;;;Actlnobacterla;;Rubrobacterla;;ABZ40334_0;;EU266877_f;;EU266877_f_uc;EU266877 EU266877 f uc_ ol 0.024
Bj((::terla;;;Actlnobacterla;;Rubrobacterla;;ABZ40334_0;;EU266877_f;;EU266877_g;EU266877_g EU266877 _g_uc ol 0073
Bacteria;;;Actinobacteria;;Rubrobacteria;;AB240334_o0;;EU266877_f;;EU266877_g;EU266877_s |EU266877_s 0] 0.024
Bj((::terla;;;Actlnobacterla;;Rubrobacterla;;ABZ40334_0;;EU407208_f;;EU407208_g;EU407208_g EU407208_g_uc ol 0.028
Bacteria;;;Actinobacteria;;Rubrobacteria;; Gaiellales;;Gaiellaceae;;Gaiella;EF516701_s EF516701_s 0] 0.024
Bacteria;;;Actinobacteria;;Rubrobacteria;;Gaiellales;;Gaiellaceae;;Gaiella;EU491301_s EU491301 s 0] 0.073
Bacteria;;;Actinobacteria;;Rubrobacteria;;Gaiellales;;Gaiellaceae;;Gaiella;EU491469_s EU491469 s 0.0337 0
Bacteria;;;Actinobacteria;;Rubrobacteria;;Gaiellales;;Gaiellaceae;;Gaiella;Gaiella_uc Gaiella_uc 0] 0.024
Bacteria;;;Actinobacteria;;Rubrobacteria;;Gaiellales;;Gaiellaceae;;Gaiellaceae_uc;Gaiellaceae_uc_s|Gaiellaceae_uc_s| 0.0337| 0.048
Bacteria;;;Actinobacteria;;Rubrobacteria;;Gaiellales;;Gaiellales_uc;;Gaiellales_uc_g;Gaiellales_uc .
s Gaiellales_uc_s 0[ 0.024
lB;;tirla;;;Actlnobacterla;;Rubrobacterla;;Rubrobacterales;;Rubrobacteraceae;;Rubrobacter;HQ397 HO397199_s ol 0.024
Bacteria;;;Actinobacteria;; Thermoleophilia;;Solirubrobacterales;; AB630582_f;;AB630582_f uc;A AB630582_f uc_ | 0.0337| 0.121
B630582 f uc s
Bacteria;;;Actinobacteria;; Thermoleophilia;;Solirubrobacterales;;AB630582_f;; AB630582_¢g;AB6 AB630582_g_uc | 0.0168| 0.194
30582 g uc
Bacteria;;;Actinobacteria;; Thermoleophilia;;Solirubrobacterales;;Conexibacteraceae;;Conexibacter .

' - Conexibacteraceaq 0] 0.024
aceae_uc;Conexibacteraceae_uc_s
Bacteria;;;Actinobacteria;; Thermoleophilia;;Solirubrobacterales;;EU289467_f;;EU289467_f uc;E EU289467 f uc_ ol 0.028
U289467 f uc s
7ch]tte:2;;;Armatlmonadetes;;EU385871_C;;EU385871_0;;EU385871_f;;EU385871_f_uc;EU3858 EU385871_f uc_{ 0.0168 0
Baztgria;;Armatimonadetes;;Fimbriimonadia;;Fimbriimonadales;;Fimbriimonadaceae;;Fimbriimon. ..

Fimbriimonadaces 0] 0.073

adaceae_uc;Fimbriimonadaceae uc s




Bacteria;;;AY345499 p;;AY345499 c;;AY345499 0;;AY345499 0 _uc;;AY345499 o0_uc_g;AY3 AY345499 0 uC ol 0.024
45499 0 _uc s = ]
SBacterla;;;Bacterla_uc;;Bacterla_uc_c;;Bacterla_uc_o;;Bacterla_uc_f;;Bacterla_uc_g;Bacterla_uc_ Bacteria_uc_s 0.0505| 0.024
Bsacterla;;;Bactermdetes;;Bacter0|d|a;;Bactermdales;;FJ437992_f;;FJ437992_f_uc;FJ437992_f_uc FJA37992_f uc_s ol 0.121
Bacteria;;;Bacteroidetes;;Bacteroidia;;Bacteroidales;;FJ437992_f;;GQ356975_g;DQ395033_s DQ395033_s 0] 0.024
Bacteria;;;Bacteroidetes;;Bacteroidia;;Bacteroidales;;GQ357022_f;;EU487965_g;EU487965_g_uc |EU487965 g uc | 0.0168 0
Bjé:tirla;;;Bactermdetes;;Bacter0|d|a;;Bactermdales;;GQ357022_f;;GQ357022_f_uc;GQ357022_f 60357022 f uc_ ol 0.024
Bacteria;;;Bacteroidetes;;Bacteroidia;;Bacteroidales;;GQ357022_f;;GQ357022_g;FJ264575 s FJ264575_s 0] 0.073
Bacteria;;;Bacteroidetes;;Bacteroidia;;Bacteroidales;;GQ357022_f;;GQ357022_g;JF344511 s JF344511 s 0] 0.024
Bacteria;;;Bacteroidetes;;Bacteroidia;;Bacteroidales;;GU454901_f;;EU488084_¢g;EU488084_g_uc [EU488084_g_uc | 0.0168 0
Bacteria;;;Bacteroidetes;;Bacteroidia;;Bacteroidales;;Marinilabiliaceae;;Marinifilum;Marinifilum_u -
c Marinifilum_uc 0] 0.121
Bacteria;;;Bacteroidetes;;Bacteroidia;;Bacteroidales;;Marinilabiliaceae;;Marinilabiliaceae_uc;Mari T
A Marinilabiliaceae | 0] 0.048
nilabiliaceae uc s
Bacteria;;;Bacteroidetes;;Bacteroidia;;Bacteroidales;;Marinilabiliaceae;;Saccharicrinis;Saccharicrin L
is UG Saccharicrinis_uc 0[ 0.024
Bgcteria;;;Bacteroidetes;;Bacteroidia;;Bacteroidales;;Prolixibacteraceae;;Prolixibacteraceae_uc;Pro .
. Prolixibacteraceasg 0| 0.024
lixibacteraceae uc s
Bacteria;;;Bacteroidetes;;Cytophagia;;Cytophagales;;DQ395367_f;;DQ395367_g;DQ395367_g_uc|DQ395367_g_uc 0| 0.048
Bacteria;;;Bacteroidetes;;Cytophagia;;Cytophagales;;DQ395367_f;;DQ395367_g;DQ431893_s DQ431893 s 0f 0.121
Bacteria;;;Bacteroidetes;;Cytophagia;;Cytophagales;;DQ395367_f;;DQ395367_g;EU652657_s EU652657_s 0[ 0.024
lIJBCacierla;;;Bactermdetes;;Cytophagla;;Cytophagales;;EU804292_f;;EU804292_f_uc;EU804292_f_ EUS04292_f uc_{ 0.0168 0
Bacteria;;;Bacteroidetes;;Cytophagia;;Cytophagales;;GQ246379_f;;DQ395064_g;AB530240_s AB530240_s 0] 0.048
Bac-terla;;;_Bgctero_ldetes;;Flavobacterla;;Flavobacterlales;;Brumlmlcroblaceae;;Brumlmlcroblaceae Brumimicrobiaced 0.0168! 0.073
|_uc;Brumimicrobiaceae _uc_s
Bacteria;;;Bacteroidetes;;Flavobacteria;;Flavobacteriales;;Brumimicrobiaceae;;Fluviicola;Fluviicol ..
a uc Fluviicola_uc 0| 0.024
6Bf((]:te;’rla;;;Bactermdetes;;Flavobacterla;;Flavobacterlales;;Brumlmlcroblaceae;;Salmlrepens;4P004 4P004610_s ol 0.024
Bacteria;;;Bacteroidetes;;Flavobacteria;;Flavobacteriales;;Cryomorphaceae;;Cryomorphaceae_uc;C Cryomorphaceae | ol 0.024
ryomorphaceae_uc s
Bacteria;;;Bacteroidetes;;Flavobacteria;;Flavobacteriales;;Flavobacteriaceae;; Actibacter;Actibacter . o

L Actibacter sedimi 0| 0.048
sediminis
?:c;erllji;;;Bactermdetes;;Flavobacterla;;Flavobacterlales;;Flavobacterlaceae;;AJ567549_g;AJ5675 AJ567549_g_uc ol 0.024
7B§(1:te;r|a;;;Bactermdetes;;Flavobacterla;;Flavobacterlales;;Flavobacterlaceae;;AM110988_g;4P002 4P002731_s ol 0.028
Bacteria;;;Bacteroidetes;;Flavobacteria;;Flavobacteriales;;Flavobacteriaceae;;AM110988_g;AM11 AM110988_g_uc| 0.0168| 0.048
0988 g uc
Bacterla;;;B_actermdetes;;Flavobacterla;;Flavobacterlales;;Flavobacterlaceae;;Flavobacterlaceae_uc; Flavobacteriaceael 0.1346| 0 194
Flavobacteriaceae uc s
]ICBI:\(jLeSrla;;;Bactermdetes;;Flavobacterla;;Flavobacterlales;;Flavobacterlaceae;;Lutlbacter;Lutlbacter Lutibacter flavus | 0.0168 0
B:((::terla;;;Bactermdetes;;Flavobacterla;;Flavobacterlales;;Flavobacterlaceae;;Lutlbacter;Lutlbacter Lutibacter_uc 0.0168! 0.073
_Bacteria;;;Bacteroidetes;;Flavobacteria;;Flavobacteriales;;Flavobacteriaceae;;Lutimonas;Lutimonas . .

. Lutimonas vermic 0f 0.073
vermicola
(I)Bg;tesrla;;;Bactermdetes;;Flavobacterla;;Flavobacterlales;;Flavobacterlaceae;;Roblglnltalea;DQ395 DO395008_s ol 0121
(I)Bsag;er;a;;;Bactermdetes;;Flavobacterla;;Flavobacterlales;;Flavobacterlaceae;;Salegentlbacter;JX24 IX240567 s 15141 0
Ba(_:terla;;;Bgcteron_detes;;Flavobacterla;;Flavobacterlales;;Flavobacterlaceae;;Salegentlbacter;SaIeg Salegentibacter m{ 15.293 0
entibacter mishustinae
eB:1t(i:§;1r<;i;;r;E:ja?:ctermdetes;;Flavobacterla;;Flavobacterlales;;Flavobacterlaceae;;Salegentlbacter;SaIeg Salegentibacter_u{ 0.1346 0




Bacteria;;;Bacteroidetes;;Flavobacteria;;Flavobacteriales;;Flavobacteriaceae;;Zeaxanthinibacter;4P

002669 s 4P002669_s 0| 0.048
Bacteria;;;Bacteroidetes;;Flavobacteria;;Flavobacteriales;;Flavobacteriaceae;;Zeaxanthinibacter;Ze .

L Zeaxanthinibacter| 0f 0.145
axanthinibacter_uc
?I?ag(]:teurtl:a;;;Bactermdetes;;Rhodothermus_c;;Rhodothermus_o;;A8015524_f;;4P002653_g;4P00265 4P002653_g_uc ol 0.097
Bacteria;;;Bacteroidetes;;Rhodothermus_c;;Rhodothermus_o;;AB015524_f;;AB015524 f uc;ABO ABO15524 f uc ol 0.073
15524 f uc_s - -
Bacteria;;;Bacteroidetes;;Rhodothermus_c;;Rhodothermus_o;;EU488070_f;;EU488070_f uc;EU4 EU488070 f uc ol 0.024
88070 f uc_s - -
?a;:tir(':la;;;Bactermdetes;;Sphlngobacterla;;HQ178786_0;;FN811185_f;;FN811185_f_uc;FN81118 FN811185_f uc_ ol 0.048
Bacteria;;;Bacteroidetes;;Sphingobacteria;;Sphingobacteriales;;Saprospiraceae;;AB476288_g;AB4 AB476288_g_uc ol 0.073
76288 g_uc — -
(I?;;:tirla;;;Bactermdetes;;Sphmgobacterla;;Sphlngobacterlales;;Saprosplraceae;;FJ155027_g;FJ155 FI155027 s ol 0073
Bacterla_;;;Bactermdetes;;Sphmgobacterla;;Sphlngobacterlales;;Saprosplraceae;;Saprosplraceae_uc; Saprospiraceae._u ol 0201
Saprospiraceae_uc_s
Ba_cterla;;;Ba(.:tero_ldetes;;Sphlngobacterla;;Sphlngobacterlales;;Sphlngobacterlales_uc;;Sphlngobac Sphingobacteriale ol 0.028
teriales_uc_g;Sphingobacteriales_uc_s
Bj((::tesrla;;;BRCl;;EU246057_c;;EU246057_0;;EU246057_o_uc;;EU246057_o_uc_g;EU246057_0 EU246057_0_uc | ol 0.024
Bacteria;;;BRC1;;FP245541 c;;FP245541 0;;EU385897_f;;EU385897_g;EU385897_g_uc EU385897_g_uc 0| 0.024
Bacteria;;;BRC1;;FP245541 c;;FP245541 0;;EU925842 f;;EU925842 f uc;EU925842 f uc s |EU925842 f uc {0.0168 0
Bacteria;;;BRC1;;FP245541 c;;FP245541 0;;FP245541 f;;FP245541 f uc;FP245541 f uc_s FP245541 f uc_§ 0] 0.024
lIJBCacierla;;;BRCl;;FP245541_C;;FP245541_0;;FP245541_0_uc;;FP245541_o_uc_g;FP245541_0_ FP245541_0_uc_ ol 0.024
?therla;;;BRCl;;FP245541_C;;JN501450_0;;JN501450_0_uc;;JN501450_0_uc_g;JN501450_o_u IN501450_0,_uc.. ol 0.022
Bacteria;;;Caldithrix_p;;Caldithrix_c;;Caldithrix_o;;Caldithrix_f;;AB530234_g;4P001585_s 4P001585 s 0] 0.024
Bacteria;;;Caldithrix_p;;Caldithrix_c;;Caldithrix_o;;Caldithrix_f;;AB530234_g;AB530234_g_uc |AB530234_g_uc | 0.0168| 0.024
Bacteria;;;Caldithrix_p;;Caldithrix_c;;Caldithrix_o;;Caldithrix_f;;AB530234_g;EU592472_s EU592472 s 0.0168 0
SBacterla;;;Caldlthrlx_p;;Caldlthrlx_c;;C:aldlthrlx_o;;Caldlthrlx_f;;Cald|thnx_f_uc;C:aldlthrlx_f_uc_ Caldithrix_f uc_s| 0.0673] 0.024
Bacteria;;;Caldithrix_p;;Caldithrix_c;;Caldithrix_o;;Caldithrix_f;;DQ811935_g;EU487880_s EU487880_s 0.0168 0
Bacteria;;;Caldithrix_p;;Caldithrix_c;;EU245241 0;;EU245241 o_uc;;EU245241 o0 _uc_g;EU245 EU245241 0 uC ol 0,08
241 o0 uc s — = ]
B:\clfzrl:;;;Chlorobl;;IgnaVIbacterlae;;Ignawbacterlales;;GQ472436_f;;GQ472436_f_uc;GQ472436 GQ472436_F uc_ ol 0.022
:’:a;:terla;;;Chlorobl;;IgnaVIbacterlae;;Ignawbacterlales;;Ignawbacterlaceae;;A8530235_g;JQ57995 10579954 s ol 0.097
Bacte_:rla;;;c_hlorobl;;IgnaVIbacterlae;;Ignawbacterlales;;Ignawbacterlaceae;;Ignawbacterlaceae_uc;I Ignavibacteriacead 0.0505 0
gnavibacteriaceae_uc_s
?ggtzrla;;;Chlorobl;;Ignawbacterlae;;Ignawbacterlales;;Ignawbacterlaceae;;IgnaV|bacter|um;FJ4l6 FJ416082 s 0.1851 0
Bacter_la;;;Chlorobl;;Ignawbacterlae;;Ignawbacterlales;;Ignawbacterlaceae;;Ignawbacterlum;lgnaw Ignavibacterium_{ 0.0168| 0.073
bacterium_uc
2B;i(():te;rla;;;Chlorobl;;Ignawbacterlae;;Ignawbacterlales;;Ignz;lwbacterlaceae;;IgnaV|bacter|um;JQ58O J0580230_s 0.0168 0
Bacteria;;;Chlorobi;;lgnavibacteriae;;lgnavibacteriales;;JF428856_f;;JF428856_g;JF428856_s JF428856 s 0.0168] 0.073
SI’Bacterla;;;Chloroflexu;Anaerolmeae;;AF234733_0;;FJ481317_f;;FJ481317_f_uc;FJ481317_f_uc_ FJ481317 f uc_s ol 0.024
B?c:irls;;;Chloroflexu;Anaerollneae;;Anaerol|naeles;;AM745150_f;;AM745150_f_uc;AM745150 AM745150_f uc | 0.2187| 0.17
lIJB(flcterla;;;Chloroflexu;Anaerolmeae;;Anaerolmaeles;;AM745150_f;;AM745150_g;AM745150_g_ AM745150_g_uc| 0.0337| 0.121
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;AM745150_f;;AM745150_g;AM745150_s |AM745150 s 0.0841 0
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;AM745150_f;;AM745150_g;GQ472825 s |GQ472825 s 0.0168 0




Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;AM745150_f;;AM745150 _g;JN977248_s |IN977248_s 0.0168
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;AM745150 _f;;AM745166_g;FJ264746_s |FJ264746_s 0.0337
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;AM745150 f;;AM745166_0;GQ246423 s |GQ246423 s 0] 0.024
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;AM745150 f;;AM745166_g;GQ356984 s [GQ356984 s 0] 0.048
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;AM745150 _f;;DQ811856_g;4P000759_s 4P000759_s 0.3365 0
Efcterla;;;Chloroflexu;Anaerolmeae;;Anaerol|naeles;;AM745150_f;;DQ811856_g;DQ811856_g_ DO811856_g_uc | 0.4206| 0.194
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;AM745150_f;;DQ811856_g¢;EF061969 s |EF061969 s 0.1009] 0.121
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;AM745150 _f;;DQ811856_g;JN977295_s JN977295 s 0.1346] 0.121
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;AM745150_f;;DQ811858 ¢;DQ811858 s [DQ811858 s 0.0337] 0.097
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;Anaerolinaceae;; Anaerolinaceae_uc;Anaeroli Anaerolinaceae_u| 0.0168| 0.048
naceae _uc_s
Bacteria;;;Chloroflexi;;Anaerolineae;; Anaerolinaeles;;Anaerolinaceae;;GQ500701_g;FJ517050_s [FJ517050_s 0[ 0.024
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;Anaerolinaceae;;Pelolinea; AF419689_s AF419689_s 0.0168 0
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;Anaerolinaeles_uc;;Anaerolinaeles_uc_g;An .

. Anaerolinaeles_ud 0.0168 0
aerolinaeles uc s
]I?:?Jccte:a;;;Chloroﬂexu;Anaerolmeae;;Anaerolmaeles;;DQ394948_f;;DQ394948_f_uc;DQ394948_ DO394948_f uc_| 0.0168 0
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;FJ455877_f;;EU266881_g;JX240956_s JX240956_s 0.0168 0
B:cterla;;;ChloroerX|;;Anaerollneae;;Anaerol|naeles;;FJ455877_f;;FJ455877_f_uc;FJ455877_f_uc FJ455877 f uc_s| 0.0841| 0.024
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;FJ455877_f;;FJ455877_g;AB015556_s ABO015556_s 0.3197 0
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;FJ455877_f;;FJ455877_g;AM745142_s AM745142 s 0.0337| 0.024
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;FJ455877_f;;FJ455877_g;DQ811872_s DQ811872_s 0] 0.024
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;FJ455877_f;;FJ455877_g;EU487891 s EU487891 s 0.0168 0
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;FJ455877_f;;FJ455877_g;EU488086_s EU488086_s 0.1009 0
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;FJ455877_f;;FJ455877_g;EU617894 s EU617894 s 0] 0.048
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;FJ455877_f;;FJ455877_g;FJ455877_g_uc |FJ455877_g_uc |0.3197 0.17
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;FJ455877_f;;FJ455877_g;FJ873372_s FJ873372_s 0.1682 0
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;FJ455877_f;;FJ455877_g;JN977165_s JN977165_s 0] 0.048
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;FJ455877_f;;FJ455877_g;JN977207_s JN977207 s 0.1682 0
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;FJ455877_f;;FJ455877_g;JX504347_s JX504347 s 0.0337 0
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;FJ455877_f;;FJ455877_g;JX504511 s JX504511 s 0] 0.024
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;FJ455877_f;;FJ455877_g;KC010011_s KC010011_s 0| 0.024
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;GU455152_f;;FN820298_g;4P003627_s 4P003627_s 0] 0.024
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;GU455152_f;;FN820298_g;DQ395058 s |DQ395058 s 0.0505] 0.315
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;GU455152_f;;FN820298_g;DQ811863_s DQ811863 s 0] 0.024
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;GU455152_f;;FN820298_g;EF125394_s EF125394 s 0] 0.024
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;GU455152_f;;FN820298_g;FJ813520_s FJ813520 s 0.0505 0
(I:Bacterla;;;ChloroerX|;;Anaerollneae;;Anaerol|naeles;;GU455152_f;;FN820298_g;FN820298_g_u FN820298_g_uc | 0.0337| 0.048
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;GU455152_f;;FN820298_g;FN820298 s FN820298 s 0.0168 0
Bacteria;;;Chloroflexi;;Anaerolineae;;Anaerolinaeles;;GU455152_f;;FN820298_g;GQ246385_s GQ246385 s 0] 0.024
lIJ3(§71c;er|a;;;ChloroerX|;;Anaerollneae;;AY704393_0;;AY869684_f;;AY869684_f_uc;AY869684_f_ AY869684_f uc_| 0.0168 0
Bacteria;;;Chloroflexi;;Anaerolineae;;AY704393_0;;AY869684_f;;AY869684 g;AY869684 g uc |AY869684 g uc|0.0168 0
lIJ3(§71c;er|a;;;Chloroflexu;Anaerollneae;;EU245204_0;;EU245204_f;;EU245204_f_uc;EU245204_f_ EU245204_f uc_{ 0.0337] 0.024
Bacteria;;;Chloroflexi;;Anaerolineae;;EU245204_o;;EU245204_f;;EU245228_¢;EU245228 g_uc [EU245228_g_uc 0] 0.024
Bacteria;;;Chloroflexi;;Anaerolineae;;FJ517056_0;;FJ517056_f;;EF061968_g;AB300071_s AB300071_s 0| 0.024




Bacteria;;;Chloroflexi;;Anaerolineae;;FJ517056_0;;FJ517056_f;;EF061968_g;EF061968_g_uc EF061968_g_uc | 0.0168] 0.097
Bacteria;;;Chloroflexi;;Anaerolineae;;FJ517056_0;;FJ517056_f;;EF061968 ¢;EF061968_s EF061968_s 0] 0.024
Bacteria;;;Chloroflexi;;Anaerolineae;;FJ517056_o;;FJ517056_f;;EF061968 g;EU488293 s EU488293 s 0.0168] 0.073
Bacteria;;;Chloroflexi;;Anaerolineae;;FJ517056_0;;FJ517056_f;;FJ517056_f uc;FJ517056_f uc_s|FJ517056_f uc_s 0l 0.17
Bacteria;;;Chloroflexi;;Anaerolineae;;FJ517056_0;;FJ517056_f;;FJ517056_g;FJ517056_g_uc FJ517056_g_uc 0] 0.024
Bacteria;;;Chloroflexi;;Anaerolineae;;FJ517056_o;;FJ517056_f;;FJ517056_g;FJ748793_s FJ748793_s 0] 0.048
B:cterla;;;ChIoroerxu;Caldllmeae;;Caldll|neales;;AB300116_f;;A8300116_f_uc;AB$00116_f_uc AB300116_f uc | 0.0673 0
Bacteria;;;Chloroflexi;;Caldilineae;;Caldilineales;;AB300116_f;;AB300116_g;AB300116_g uc |AB300116_g_uc | 0.1009 0
SBactena;;;ChIoroerxu;Caldll|neae;;Caldll|neales;;AF419668_f;;AF419668_f_uc;AF419668_f_uc_ AF419668_f uc_{ 0.0168 0
Bacteria;;;Chloroflexi;;Caldilineae;;Caldilineales;;AF419668_f;;AF419668_g;AF419668 g_uc AF419668_g_uc | 0.0168] 0.024
B:cterla;;;ChloroerXI;;Caldll|neae;;Caldll|neales;;AY548939_f;;AY548939_f_uc;AY548939_f_uc AY548939_f uc | ol 0.024
_Bacteria;;;ChIoroﬂexi;;Caldilineae;;CaIdiIineaIes;;CaIdiIineaceae;;Caldilineaceae_uc;CaIdiIineacea -

Caldilineaceae_ud 0] 0.097
e uc s
Bacteria;;;Chloroflexi;;Caldilineae;;Caldilineales;;Caldilineaceae;;DQ351765_g;DQ351765_g uc [DQ351765_g_uc 0| 0.024
Bacteria;;;Chloroflexi;;Caldilineae;;Caldilineales;;Caldilineaceae;;DQ811875_g;DQ811875 g uc [DQ811875_g_uc 0f 0.218
Bacteria;;;Chloroflexi;;Caldilineae;;Caldilineales;;Caldilineaceae;;DQ811875_g;EU734916_s EU734916 s 0f 0.121
eBSacutin:;;;Chloroflexu;Caldlllneae;;Caldll|neales;;CaId|I|neales_uc;;CaldlIlneales_uc_g;CaIdlIlneal Caldilineales_uc_{ 0.0168| 0.024
B:cterla;;;ChloroerX|;;CaId|I|neae;;Caldll|neales;;DQ811868_f;;DQ811868_f_uc;DQ811868_f_uc DO811868_f uc | 0.0168| 0.024
Bacteria;;;Chloroflexi;;Caldilineae;;Caldilineales;;DQ811868_f;;DQ811868_g;DQ811868_g_uc [DQ811868_g_uc | 0.0168 0
SBacterla;;;ChloroﬂeXI;;Caldll|neae;;Caldll|neales;;EF208701_f;;EF208701_f_uc;EF208701_1‘_uc_ EF208701_f uc_4 0.0168 0
B:cterla;;;ChloroerXI;;Caldll|neae;;Caldll|neales;;EU385730_f;;EU385730_f_uc;EU385730_f_uc EU385730_f uc_{ 0.0505 0
Bacteria;;;Chloroflexi;;Caldilineae;;Caldilineales;;EU385730_f;;EU385730_g;EU385730_s EU385730_s 0.1851 0
(I?ascterla;;;ChlorofleX|;;Caldll|neae;;DQ394964_0;;DQ394964_f;;DQ394964_f_uc;DQ394964_f_u DO394964_f uc | 0.0168 0
Bacteria;;;Chloroflexi;;Caldilineae;;DQ394964_0;;DQ394964_f;;DQ394964 0;DQ394964_g_uc [DQ394964_g_uc | 0.1346| 0.024
Bacteria;;;Chloroflexi;;Caldilineae;;DQ394964_0;;DQ394964 f;;DQ394964_g;DQ811867_s DQ811867_s 0.0168 0
Bacteria;;;Chloroflexi;;Caldilineae;;DQ394964_0;;DQ394964 f;;DQ394964 ¢;EF208698_s EF208698 s 0.1178] 0.073
(I:Bascterla;;;Chloroflexu;Caldll|neae;;DQ394964_0;;DQ811885_f;;DQ811885_f_uc;DQ811885_f_u DO811885.f uc | 0.0168 0
Bacteria;;;Chloroflexi;;Caldilineae;;EU181507_0;;AJ306746_f;;AJ306746_f uc;AJ306746_f uc_s|AJ306746_f uc_g 0.1514 0
Bacteria;;;Chloroflexi;;Caldilineae;;EU245088_o;;EU245088_f;;EU245088 g;EU245088 g uc |EU245088 g uc | 0.0168| 0.024
8Ba(():teuréa;s;;Chloroﬂexu;Caldll|neae;;EU245088_0;;EU245088_0_uc;;EU245088_o_uc_g;EU24508 EU245088_o_uc | 0.0168 0
?icterla;;;ChloroﬂeX|;;Caldll|neae;;FM253648_o;;DQ394955_f;;DQ394955_f_uc;DQ394955_f_u DQ394955,  uc | ol 0.218
Bacteria;;;Chloroflexi;;Caldilineae;;FM253648_0;;DQ394955 f;;DQ394955 ¢;DQ394955 s DQ394955 s 0.0168] 0.024
Bacteria;;;Chloroflexi;;Dehalococcoidetes;;Dehalococcoidales;; Dehalococcoidaceae;; Dehalococcoi .

) . Dehalococcoidace 0.0337 0
daceae_uc;Dehalococcoidaceae uc s
?actena;;;ChIoroflexu;Dehalococcondetes;;Dehalococcondales;;Dehalococcondaceae;;EU487877_g EU487877 g_uc | 0.0168 0
;EU487877 g uc
Bacteria;;;Chloroflexi;;Dehalococcoidetes;;Dehalococcoidales;;Dehalococcoidaceae;;EU487877_g EU487877 s 0.0168 0
;EU487877 s -
?actena;;;ChIoroflexu;Dehalococcondetes;;Dehalococcondales;;Dehalococcondaceae;;EU487877_g 10817492 s 0.0505 0
;JQ817492 s
Bacteria;;;Chloroflexi;;Dehalococcoidetes;;Dehalococcoidales;;Dehalococcoidales_uc;;Dehalococc .

Dehalococcoidaley 0.0168 0

oidales uc_g;Dehalococcoidales _uc s




Bacteria;;;Chloroflexi;;Dehalococcoidetes;;Dehalococcoidales;;DQ811888 f;;DQ811888_f uc;DQ

811888 f uc s DQ811888_f uc_| 0.0337 0
8Bjé:tler;a;;;Chloroflexi;;Dehalococcoide'[es;;Dehalococcoidales;;DQ811888_f;;DQ811888_g;GU20 GU208461 s ol 0.024
?g;;ezrila_;];c;_(ljjrgl_osroﬂexi;;Dehalococcoidetes;;Dehalococcoidales;;EU385821_f;;EU385821_f_uc;EU EU385821.f uc_{ 0.1682| 0.024
?gztzria;;;Chloroﬂexi;;Dehalococcoidetes;;Dehalococcoidales;;EU385821_f;;EU385821_g;AY704 AY704394 s 0.0337 0
8B;l;:t_egriallj;(;:;ChIoroflexi;;Dehalococcoide’[es;;Dehalococcoidales;;EU385821_f;;EU385821_g;EU385 EU385821 g_uc ol 0.024
SB(?;tezsria;;;Chloroflexi;;Dehalococcoidetes;;Dehalococcoidales;;EU385821_f;;EU385821_g;GQ143 50143803 s 0.0168 0
(I?j;:t_iria;;;Chloroflexi;;Dehalococcoidetes;;Dehalococcoidales;;EU385821_f;;EU385821_g;JN230 IN230042_s 0.0168 0
3B;t;:t_e;’ria;;;Chloroflexi;;Dehalococcoide’[es;;Dehalococcoidales;;EU385821_f;;EU385821_g;JQ817 0817373 s 0.0505 0
3Bj;g:_r;a;;;Chloroflexi;;Dehalococcoide’[es;;Dehalococcoidales;;GQ259278_f;;DQ394968_g;AY09 AY093456_s 0.0505 0
?:gt;_ri;;fhloroﬂexi;;Dehalococcoidetes;;Dehalococcoidales;;GQ259278_f;;DQ394968_g;DQ39 DQ394968_g_uc | 0.0337 0
E:g;e_r;a;;;Chloroﬂexi;;Dehalococcoidetes;;Dehalococcoidales;;GQ259278_f;;DQ394968_g;DQ39 DQ394968_s 0.0168 0
7B§é:;e_r;a;;;Chloroflexi;;Dehalococcoidetes;;Dehalococcoidales;;GQ259278_f;;DQ394968_g;EU48 EU487866_s 0.0168 0
1Bgaé:t_e;’ria;;;Chloroflexi;;Dehalococcoide’[es;;Dehalococcoidales;;GQ259278_f;;DQ394968_g;JQ817 J0B17183_s 0.0168 0
2Bs.szca:tze?rfi;a_;];‘;_ClijzI_c;roflexi;;Dehalococcoide’[es;;Dehalococcoidales;;GQ259278_f;;GQ259278_f_u<:;GQ 5Q259278_f uc_| 0.0168 0
?:gtse_ri;;fhloroﬂexi;;Dehalococcoidetes;;Dehalococcoidales;;GU553783_f;;DQ394965_g;DQ39 DQ394965_g_uc | 0.0337 0
Esa;:;%r;a_;];(;j?_osroflexi;;Dehalococcoidetes;;Dehalococcoidales;;GU553783_f;;GU553783_f_uc;GU GUS53783_f uc | 0.3365 0
9B‘z;1((]:t_e;’ria;;;Chloroflexi;;Dehalococcoioletes;;Dehalococcoidales;;GU553783_f;;GU553783_g;4P003 4P003940_s 0.0168 0
9Bgl;:tze_r;a;;;Chloroflexi;;Dehalococcoioletes;;Dehalococcoidales;;GU553783_f;;GU553783_g;AY86 AY869672_s 0.0168 0
1B:;ge_r;a;;;Chloroflexi;;Dehalococcoidetes;;Dehalococcoidales;;GU553783_f;;GU553783_g;EU18 EU181490_s 0.0673 0
?I??;;e_r;i;fhloroﬂexi;;Dehalococcoidetes;;Dehalococcoidales;;GU553783_f;;GU553783_g;GU55 GUS53783_g_uc | 0.1851 0
Esaé:t;ria;;;Chloroflexi;;Dehalococcoidetes;;Dehalococcoidales;;GU553783_f;;GU553783_g;JN123 IN123558_s 0.0168 0
E?(l:t;ria;;;Chloroflexi;;Dehalococcoidetes;;Dehalococcoidales;;GU553783_f;;GU553783_g;JN123 IN123571_s 0.0168 0
E:;t;ria;;;Chloroflexi;;Dehalococcoidetes;;Dehalococcoidales;;GU553783_f;;GU553783_g;JN123 IN123598_s 0.0168 0
?ggt_iria;;;Chloroflexi;;Dehalococcoidetes;;Dehalococcoidales;;GU553783_f;;GU553783_g;JN230 IN230303_s 0.0168 0
?:;t_iria;;;Chloroflexi;;Dehalococcoidetes;;Dehalococcoidales;;GU553783_f;;GU553783_g;JQ816 J0B16343_s 0.0168 0
8B;a;:t_e;ria;;;Chloroflexi;;Dehalococcoidetes;;Dehalococcoidales;;GU553783_f;;GU553783_g;JQ989 10989872_s 0.0505 0
(I:Bascteria;;;Chloroflexi;;EU335161_C;;EU335161_0;;EF076076_f;;EF076076_f_uc;EFO76076_f_u EF076076_f uc. S ol 0.048
Bacteria;;;Chloroflexi;;EU335161_c;;EU335161_o0;;EU335161_f;;EF018589 ¢;EF018589 g uc |EF018589_g_uc | 0.0505| 0.024
Bacteria;;;Chloroflexi;;EU335161_c;;EU335161_o0;;EU335161_f;;EF018589 (;JQ279048 s JQ279048 s 0.0168 0
Bacteria;;;Chloroflexi;;EU335161_c;;EU335161_o;;EU335161_f;;EU335161_g;EU335161_g_uc |EU335161 g_uc 0] 0.024
Bacteria;;;Chloroflexi;;EU335161_c;;EU335161_o;;EU335161_f;;EU386131_g;EU386131_g_uc |EU386131 _g_uc | 0.0168 0
Bacteria;;;Chloroflexi;;GQ396871 c;;GQ396871 0;;,GQ396871 f;;GQ396871 f uc;GQ396871 f 50396871 uc | ol 0.024

uc_s




Bacteria;;;Chloroflexi;;GQ396871_c;;GQ396871_0;;GQ396871_f;;GQ396871_g;EU488103_s EU488103_s 0f 0.024
Bacteria;;;Chloroflexi;;GQ396871 _c;;GQ396871_0;;GQ396871_f;;GQ396871 g;GQ396871 g uc|GQ396871 g uc|0.0168| 0.97
B:cterla;;;Chloroflexu;SARZOZ_C;;SAR202_0;;AM997775_f;;AM997775_f_uc;AM997775_f_uc AM997775_ uc_| 0.0337| 0.024
Bacteria;;;Chloroflexi;;SAR202_c;;SAR202_0;;AM997775_f;;AM997775_g;AM997775_g_uc AM997775_g_uc] 0.0337| 0.024
Bacteria;;;Chloroflexi;;SAR202_c;;SAR202_0;;AM997775_f;;AM997775_¢;IJN229891 s JN229891 s 0.0673 0
Bacteria;;;Chloroflexi;;SAR202_c;;SAR202_0;;SAR202_0_uc;;SAR202_o_uc_g;SAR202_o_uc_s|SAR202_o_uc_s | 0.0168 0
?actena;;;Chloroflexu;Thermomlcrobla;;DQ129389_0;;DQ129389_f;;FJ478561_g;FJ478561_g_u FJAT8561_g_uc ol 0,028
Bacteria;;;Cyanobacteria;;Chroobacteria;;Chroococcales;;Prochlorococcaceae;;Prochlorococcus;C CPO00097 s ol 0,028
P000097 s -
Bacteria;;;Cyanobacteria;;Chroobacteria;;Chroococcales;;Prochlorococcaceae;;Prochlorococcus;C CPO00110 s ol 0315
P000110 s -
Bacteria;;;Cyanobacteria;;Chroobacteria;;Chroococcales;;Prochlorococcaceae;;Prochlorococcus;C CP000435 s ol 0.024
P000435 s -
Bacteria;;;Cyanobacteria;;Chroobacteria;;Chroococcales;;Prochlorococcaceae;;Prochlorococcus;C CT978603 s 0.0168! 0582
T978603 s -
Bacteria;;;Cyanobacteria;;Chroobacteria;;Chroococcales;;Prochlorococcaceae;;Prochlorococcus;E EUS04045 s ol 0201
U804045 s |
Bacteria;;;Cyanobacteria;;Chroobacteria;;Chroococcales;;Prochlorococcaceae;;Prochlorococcus; G GU305804_s ol 0145
U305804 s
Bacteria;;;Cyanobacteria;;Chroobacteria;;Chroococcales;;Prochlorococcaceae;;Prochlorococcus;H HMO57705._s ol 0.024
MO057705 s
Bacteria;;;Cyanobacteria;;Chroobacteria;;Chroococcales;;Prochlorococcaceae;;Prochlorococcus;Pr

Prochlorococcus | 0[ 0.024
ochlorococcus_uc
]I?altjccte:a;;;Cyanobacterla;;JF737898_C;;AY493962_0;;AY493962_f;;AY493962_f_uc;AY493962_ AY493962_f uc | ol 0.024
Bacteria;;;Cyanobacteria;;JF737898_c;;GU174155_0;;GU174155 o_uc;;GU174155 o_uc_g;GU1 GU174155_0_uc | 0.0168 0
74155 o0 uc s
5B(z;li:tei(rlii;;;(slyanobacterla;;Vamplrowbrlo_c;;AF544207_0;;ABZ40501_f;;ABZ40501_f_uc;ABZ4O AB240501_f uc._ ol 0.194
B;c;irla;;;Cyanobacterla;;Vamplrowbrlo_c;;AF544207_0;;ABZ40501_f;;ABZ40501_g;ABZ40501 AB240501_g_uc ol 0.024
_BaEteria;;;Deinococcus-
Thermus;;Deinococci;; Trueperales;; Trueperaceae;;FN436135_g;HQ270413 s HQ270413 s 0.0168 0.024
Bacteria;;;Deinococcus- Trueperaceae uc ol 0.022
Thermus;;Deinococci;; Trueperales;; Trueperaceae;; Trueperaceae_uc;Trueperaceae _uc_s P - '
Bacteria;;;DQ394940_p;;DQ394940_c;;DQ394940 c_uc;;DQ394940 c_uc_f;;DQ394940 c_uc_g DQ394940_¢_uc_| 0.0168 0
;DQ394940 ¢ uc s
B?c:in:;;;DQ394940_p:;DQ394940_C;;DQ394940_0;;DQ394940_f;;DQ394940_f_uc;DQ39494O DQ394940_f uc_| 0.1178 0
chterla;;;DQ394940_p:;DQ394940_C;;DQ394940_0;;DQ394940_f;;DQ394940_g;DQ394940_g_ DQ394940 g uc | 0.0168 0
Bacteria;;;DQ394940_p;;DQ394940_c;;DQ394940_0;;,D0Q394940_o_uc;;DQ394940 o_uc_g;DQ3 DQ394940_0_uc | 0.0337 0
94940 o uc s
B;ac:zn:;;;DQ404824_p;;DQ404824_c;;DQ404824_o;;DQ404824_f;;DQ404824_f_uc;DQ404824 DQ404824 f uc | ol 0.024
Bfac:zn:;;;DQ404824_p;;DQ404824_c;;DQ404824_0;;GU118042_f;;GU118042_f_uc;GU118042 GU118042_f uc_ ol 0.048
Bacteria;;;DQ787710_p;;DQ787710_c;;DQ787710_0;;,DQ787710_o_uc;;DQ787710_o_uc_g;DQ7 DQ787710_0_uc, ol 0.024
87710 0 uc s
ngtirla;;;EUO48619_p;;EU048619_C;;EUO48619_0;;EU048619_f;;EUO48619_f_uc;EUO48619_f EU048619_f uc { 0.0168 0
Bacteria;;;EU048619 p;;EU048619_c;;EU048619_0;;EU048619 o0 uc;;EU048619_o_uc_g;EU04 EU048619 o uc | 0.0505 0
8619 0 uc s - ]
B?c:zn:;;;Flbrobacteres;;JF304641_c;;AM162455_0;;AM162455_f;;AM162455_f_uc;AM162455 AM162455_f uc | 0.0168 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Alicyclobacillaceae;;Effusibacillus;JX133387_s JX133387_s 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Alicyclobacillaceae;; Tumebacillus; Tumebacillus_uc Tumebacillus_uc 0] 0.048
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Anaerobacillus; Anaerobacillus_uc Anaerobacillus_uq 0.9085 0




Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Anaerobacillus;EU180994 s EU180994 s 0.2187 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Anaerobacillus;JN178639_s JN178639 s 0.2524 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillaceae_uc;Bacillaceae_uc_s Bacillaceae_uc_s | 0.5552 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;4P001286_s 4P001286_s 0] 0.073
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;AB533934_s AB533934 s 0.0168 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;AB637194_s AB637194 s 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;AB695960 s AB695960_s 0.0673| 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;AJ544784 s AJ544784 s 0] 0.121
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus abyssalis Bacillus abyssalis 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus anthracis group Bacillus anthracis| 0.0337| 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus aryabhattai Bacillus aryabhatt] 0] 0.218
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus asahii Bacillus asahii 0| 0.048
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus benzoevorans Bacillus benzoeva 0] 0.073
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus cheonanensis Bacillus cheonang| 0.1009 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus circulans Bacillus circulans 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus drentensis Bacillus drentensi 0| 0.097
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus fenggiuensis Bacillus fenggiue 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus flexus Bacillus flexus 0| 0.048
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus foraminis Bacillus foraminis 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus ginsengisoli Bacillus ginsengis 0| 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus indicus group Bacillus indicus g 0] 0.048
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus luteolus Bacillus luteolus | 0.0337 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus niacini Bacillus niacini 0] 0.218
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus panaciterrae Bacillus panaciter 0| 0.048
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus soli Bacillus soli 0] 0.073
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus songklensis Bacillus songklen 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;; Bacillus;Bacillus subterraneus Bacillus subterran 0] 0.048
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus subtilis Bacillus subtilis 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;Bacillus_uc Bacillus_uc 0.1009( 0.121
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;D16282 s D16282 s 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;DQ125717_s DQ125717_s 0] 0.048
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;DQ129292 s DQ129292 s 0] 0.048
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;GQ407176_s GQ407176_s 1.3123 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus;JQ978943 s JQ978943 s 0] 0.048
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus_g12;Bacillus neizhouensis Bacillus neizhoue| 1.5814 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus_g12;Bacillus_g12_uc Bacillus_g12_uc | 0.858 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus_g2;Bacillus deserti Bacillus deserti 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Bacillus_g26;Bacillus_g26_uc Bacillus_g26_uc | 0.7571 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Domibacillus;Domibacillus robiginosus Domibacillus robi 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Domibacillus;Domibacillus_uc Domibacillus_uc 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillaceae;;Sediminibacillus;Sediminibacillus_uc Sediminibacillus_| 0.0168 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Bacillales_uc;;Bacillales_uc_g;Bacillales_uc_s Bacillales_uc_s | 0.0505( 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Paenibacillaceae;;Ammoniphilus;Ammoniphilus_uc Ammoniphilus_ud 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Paenibacillaceae;;Oxalophagus;AB672312_s AB672312 s 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Paenibacillaceae;;Oxalophagus;Oxalophagus_uc Oxalophagus_uc 0[ 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Paenibacillaceae;;Paenibacillaceae_uc;Paenibacillaceae_ -

uc s Paenibacillaceae 0 0.097
gBlc':zcctaerr]|(;':1I;);/;tli:C|lrjrsn|cutes;;BaC|II|;;BaC|IIaIes;;PaenlbauIlaceae;;PaenlbaC|IIus;Paenlbacnlus Paenibacillus glud 0.0168 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Paenibacillaceae;;Paenibacillus;Paenibacillus_uc Paenibacillus_uc 0] 0.121




Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Planococcaceae;;Jeotgalibacillus;Jeotgalibacillus

L Jeotgalibacillus cq 0.0168 0
campisalis
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Planococcaceae;;Jeotgalibacillus;Jeotgalibacillus marinus |Jeotgalibacillus m| 1.7497 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Planococcaceae;;Jeotgalibacillus;Jeotgalibacillus_uc Jeotgalibacillus_u| 0.0337 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Planococcaceae;;Lysinibacillus;Lysinibacillus odysseyi |Lysinibacillus ody 0] 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Planococcaceae;;Paenisporosarcina;Paenisporosarcina i .
- Paenisporosarcina 0.3365 0
antarctica
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Planococcaceae;;Paenisporosarcina;Paenisporosarcina i .
indica Paenisporosarcina 0.1009 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Planococcaceae;;Paenisporosarcina;Paenisporosarcina i .
. Paenisporosarcinal 0.4879 0
macmurdoensis
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Planococcaceae;;Paenisporosarcina;Paenisporosarcina i .
Lo Paenisporosarcina 22.628 0
quisquiliarum
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Planococcaceae;;Paenisporosarcina;Paenisporosarcina_uc|Paenisporosarcing 0.5384 0
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Planococcaceae;;Planococcaceae_uc;Planococcaceae_uc_
s Planococcaceae_u 0.2019 0
Bacter_la;;;_Flrmlcutes;;BaC|II|;;Bacnlales;;SporolactobacnIaceae;;FlctlbacHIus;FlctlbacHIus Fictibacillus nanh ol 0.024
nanhaiensis group
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;;Sporolactobacillaceae;;Fictibacillus;Fictibacillus_uc Fictibacillus_uc 0[ 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;; Thermoactinomycetaceae;;Shimazuella;Shimazuella_uc [Shimazuella_uc 0| 0.024
Bacteria;;;Firmicutes;;Bacilli;;Bacillales;; Thermoactinomycetaceae;; Thermoactinomycetaceae_uc; .
] Thermoactinomyc| 0] 0.024
Thermoactinomycetaceae_uc s
ngterla;;;Flrmlcutes;;Bacnll;;Lactobacnlales;;Streptococcaceae;;Streptococcus;Streptococcus Streptococcus mit ol 0.024
mitis
Bacteria;;;Firmicutes;;Clostridia;;Clostridia_uc;;Clostridia_uc_f;;Clostridia_uc_g;Clostridia_uc_s [Clostridia_uc_s | 0.0168| 0.024
!3acter|a;;;Flrmlcutes;;Clostrldla;;Clostrldlales;;Amdammobacter_f;;AC|dam|nobacter_f_uc;Audam Acidaminobacter | 0.0168 0
inobacter f uc s N
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Anaerovirgula_f;;Anaerovirgula_f_uc;Anaerovirgul Anasrovirgula_f ol 0.073
afucs
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;; Anaerovirgula_f;;Caminicella;Caminicella_uc Caminicella_uc | 0.0168] 0.024
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Christensenellaceae;;FJ264756_g;FJ264756_g_uc |FJ264756_g_uc 0] 0.024
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridiaceae_uc;Clostridiaceae_u -
cs Clostridiaceae_uc 0] 0.218
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium;AB470963_s AB470963_s 0] 0.073
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium; AB486804 s AB486804 s 0] 0.048
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium; AB486908_s AB486908_s 0] 0.024
Ba_(_:te_rla;;;_Flrmlcutes;;Clostrldla;;Clostrldlales;;Clostrld|aceae;;Clostrldlum;Clostrldlum Clostridium beijef] ol 0.022
beijerinckii group
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium;Clostridium butyricum |Clostridium butyr 0] 0.073
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium;Clostridium celatum Clostridium celatu 0] 0.024
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium;Clostridium .
. Clostridium chron 0| 0.267
chromiireducens
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium;Clostridium dakarense [Clostridium dakar 0| 0.024
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium;Clostridium Clostridium gangH 0.0168 0
ganghwense
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium;Clostridium . .
. . Clostridium nitrog 0] 0.024
nitrophenolicum
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceage;;Clostridium;Clostridium oceanicum |Clostridium ocean 0| 0.024
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium;Clostridium puniceum [Clostridium punic| 0] 0.073
Bacteria;;;Firmi ;:Clostridia;;Clostridiales;;Clostridi ;;Clostridium;Clostridium -
acteria;;;Fi _ icutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium;Clostridiu Clostridium sacch ol 0.024
saccharobutylicum
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium;Clostridium_uc Clostridium_uc 0] 0.315




Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium;GQ360027_s GQ360027_s 0] 0.024
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium;GQ487902_s GQ487902_s 0] 0.048
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Clostridium;JQ670716_s JQ670716_s 0] 0.024
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridiaceae;;Oceanirhabdus;Oceanirhabdus .
L Oceanirhabdus se 0] 0.048

sediminicola
chierla;;;Flrmlcutes;;Clostrldla;;Clostrldlales;;CIostrld|ales_uc;;CIostr|d|ales_uc_g;Clostrldlales_ Clostridiales_uc_{ 0.0337| 0.073
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Clostridium_g8_f;;Clostridium_g8_f uc;Clostridiu Clostridium_g8, f| ol 0.024
m g8 f uc s
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Epulopiscium_f;;Epulopiscium;GQ359998 s GQ359998 s 0[ 0.024
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;EU234093_f;;EU234093_f uc;EU234093 f uc_s |EU234093 f uc_{0.0168 0
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Gracilibacteraceae;;FJ439822_g;FJ439822_g uc |FJ439822 g _uc 0[ 0.024
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Lachnospiraceae;; Anaerosporobacter;AB487451_s [AB487451_s 0| 0.024
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Lachnospiraceae;; Anaerosporobacter;Anaerosporo Anaerosporobacte ol 0.024
bacter uc
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Lachnospiraceae;;Lachnospiraceae_uc;Lachnospira Lachnospiracese ol 0.028
ceae_uc_s
Bac.terla;;;Flrmlcutes;;Clostrldla;;Clostrldlales;;Natranaerowrga_f;;Natranaerowrga_f_uc;Natranae Natranaerovirga_fl 0.0168| 0.218
rovirga_f uc s
SI‘3acter|a;;;Flrmlcutes;;Clostrldla;;Clostndlales;;Peptostreptococcaceae;;Asaccharospora;FJ681620_ FI681620_s ol 0.024
Bac.terla;;;Flrmlcutes;;Clostrldla;;Clostndlales;;Peptostreptococcaceae;;Clostrldlum_g4;CIostrld|u Clostridium biferr ol 0.024
m bifermentans
;Bnatc:re]:lr;:;;;Flrmlcutes;;Clostrldla;;Clostrldlales;;Peptostreptococcaceae;;Clostrld|um_g4;Eubacter|u Eubacterium tenud 0.0168 0
Bsacterla;;;Flrmlcutes;;Clostrldla;;Clostrldlales;;Peptostreptococcaceae;;Clostrldlum_g4;GQ867474 GOB67474.s ol 0.024
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Peptostreptococcaceae;;Peptostreptococcaceae_uc; Peptostreptococca ol 0.024
Peptostreptococcaceae_uc_s
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Peptostreptococcaceae;;Romboutsia;EU472508_s |EU472508_s 0] 0.024
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Peptostreptococcaceae;;Romboutsia;JMMB_s JMMB_s 0] 0.048
ﬁ:;:ltie;na;;;Flrmlcutes;;Clostrldla;;Clostrldlales;;Peptostreptococcaceae;;Rombout5|a;RomboutS|a Romboutsia ileali ol 0.028
Bacterla;;;Fl_rmlcutes;;Clostrldla;;Clostrldlales;;Peptostreptococcaceae;;Rombout5|a;RomboutS|a Romboutsia lituse ol 0364
lituseburensis
(I?acterla;;;Flrmlcutes;;Clostrldla;;Clostrldlales;;Peptostreptococcaceae;;Rombout5|a;RomboutS|a_u Romboutsia_uc ol 0.028
1Ba;:ter|a;;;Flrmlcutes;;Clostrldla;;Clostrldlales;;Peptostreptococcaceae;;Sporacetlgenlum;GU59797 GUS97971 s ol 0.048
Bacterlg;;;Flrmlcutes;;CIostrldla;;Clostrldlales;;Peptostreptococcaceae;;Tepld|bacter;Tep|d|bacter Tepidibacter mesq 0.0168 0
mesophilus
Bacterla;;;Flrmlc_utes;;Clostrldla;;Clostrldlales;;Peptostreptococcaceae;;Terr|sporobacter;Terr|sporo Terrisporobacter ol 0.024
bacter mayombei
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Ruminococcaceae;;AB240379_g;AB240379_g_uc |AB240379_g_uc 0] 0.048
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Ruminococcaceae;;AB240379_g;AB307638_s AB307638_s 0[ 0.024
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Ruminococcaceae;;Acetivibrio; Acetivibrio_uc Acetivibrio_uc 0] 0.024
ZBsacltJe;rla;;;Flrmlcutes;;Clostrldla;;Clostrldlales;;Rummococcaceae;;Clostrld|um_925;CIostr|d|um_g Clostridium_g25 | ol 0.024
BaEteria;;;Firmicutes;;Clostridia;;Clostridiales;;Ruminococcaceae;;Ruminococcaceae_uc;Ruminoc .

Ruminococcaceae) 0] 0.291
occaceae_uc_s
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Syntrophomonadaceae;; Syntrophomonadaceae_uc; Syntrophomonadd ol 0.028
Syntrophomonadaceae_uc_s
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;; Thermohalobacter_f;; Thermohalobacter_f _uc;Ther

Thermohalobacter] 0[ 0.024
mohalobacter f uc s
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Veillonellaceae;;FJ196297_g;FJ196297_g_uc FJ196297_g_uc 0] 0.048
Bacteria;;;Firmicutes;;Clostridia;;Clostridiales;;Veillonellaceae;;Veillonellaceae_uc;Veillonellacea .
e uc s Veillonellaceae_u 0| 0.024




Bacteria;;;Firmicutes;;Clostridia;;Halanaerobiales;;Halanaerobiales_uc;;Halanaerobiales_uc_g;Hal

. Halanaerobiales_( 0f 0.024
anaerobiales_uc_s -
Saltj:::erla;;;Flrmlcutes;;Clostrldla;;Halanaeroblales;;Hanbactermdaceae;;DQ330743_g;DQ330743_ DO330743_g_uc ol 0.024
Bacterla;;_;Flrmlcutes;;Clostrldla;;Halanaeroblales;;Hanbactermdaceae;;Halobactermdaceae_uc;Ha Halobacteroidaced 0.0168 0
lobacteroidaceae uc_s
SBacterla;;;Flrmlcutes;;Clostrldla;;Hydrogenlspora_o;;Hydrogenlspora_f;;FN436105_g;AB486569_ AB486569 s ol 0.048
Bacterl_a;;;Flrmlcutes;;Clostrldla;;Hydrogenlspora_o;;Hydrogenlspora_f;;Hydrogenlspora_f_uc;Hy Hydrogenispora, f ol 0.024
drogenispora_f uc_s
7ngierla;;;Flrmlcutes;;Clostrldla;;SporotomacuIum_o;;Sporotomacqum_f;;GQ921411_g;HM0663 HMO66376_s ol 0.024
Bacteria;;;Firmicutes;;Clostridia;;Sporotomaculum_o;;Sporotomaculum_f;;Sporotomaculum_f_uc; Sporotomaculum | ol 0.048
Sporotomaculum_f uc_s
B-acterle_t;;;Flrml_cutes;;Clostrldla;;Symblobacterlum_o;;Symblobacterlum_f;;Symblobacterlum_f_u Symbiobacterium| ol 0.024
¢;Symbiobacterium_f uc_s
Bacteria;;;Firmicutes;;Clostridia;; Thermoanaerobacterales;; Thermoanaerobacterales_uc;; Thermoan

i Thermoanaerobac] 0.0337 0

aerobacterales_uc_g;Thermoanaerobacterales uc s
Bacteria;;;Firmicutes;;Erysipelotrichi;; Turicibacter_o;;Turicibacter_f;;Haloplasma;DQ431898 s |DQ431898 s 0] 0.121
(I?ra(;teur::a;;;Flrmlcutes;;Ery3|pelotr|ch|;;Tur|C|bacter_o;;TurlClbacter_f;;Turlc|bacter_f_uc;Tur|CIbact Turicibacter f uc| 0.0168| 0.024
Bgcterla;;;Flrmlcutes;;Ery3|pelotr|ch|;;Tur|C|bacter_o;;TurlClbacter_o_uc;;Tur|C|bacter_o_uc_g;Tur Turicibacter_o_ud ol 0.024
icibacter 0 uc s
Bacteria;;;Fusobacteria;;Fusobacteria_c;;Fusobacteriales;;Fusobacteriaceae;;Cetobacterium;Cetoba .

. Cetobacterium so 0| 0.024
cterium somerae
Bgcterla;;;Fusobac.terla;;Fusobacterla_c;;Fusobacterlales;;Fusobacterlaceae;;Psychnlyobacter;Psyc Psychrilyobacter 3 ol 0.024
hrilyobacter atlanticus
Bacteria;;;Gemmatimonadetes;;Gemmatimonadetes_c;;Gemmatimonadales;;EU881211 f;;EU4913
74 G:EUA91374 g uc EU491374_g_uc | 0.0505 0
Bacteria;;;Gemmatimonadetes;;Gemmatimonadetes_c;;Gemmatimonadales;;EU881211 f;;EU4913 EUGL7723 s ol 0.024
74 _g;EU617723 s -
Bacteria;;;Gemmatimonadetes;;Gemmatimonadetes_c;;Gemmatimonadales;;EU881211 f;;EU8812 EUss1211 f uc | 0.0505| 0.218
11 f uc;EU881211 f uc s - -
Bacteria;;;Gemmatimonadetes;;GU568020 c;;EU374070_o;;EU374070_f;;EU374070_f uc;EU37 EU374070_f uc_ ol 0.024
4070 f uc s
7Ba;:terla;;;Gemmatlmonadetes;;GU568020_c;;EU374O70_0;;EU374O70_1‘;;EU374070_g;4P004O4 4P004047 s 0.0168 0
?a;:terla;;;Gemmatlmonadetes;;GU568020_c;;EU374070_0;;EU374070_f;;EU374070_g;A829492 AB294923_s ol 0.073
9Ba;:terla;;;Gemmatlmonadetes;;GU568020_c;;EU374O70_0;;EU374O70_1‘;;EU374070_g;EU37406 EU374069 s ol 0.024
(I?a;:teur(l:a;;;Gemmatlmonadetes;;GU568020_c;;EU374070_0;;EU374070_f;;EU374070_g;EU37407 EU374070_g_uc | 0.0337| 0.121
(I?a;:terla;;;Gemmatlmonadetes;;GU568020_c;;EU374070_0;;EU374070_f;;EU374070_g;EU37407 EU374070_s 0.1851] 0436
7Ba;:ter|a;;;Gemmatlmonadetes;;GU568020_c;;EU374O70_0;;EU374O70_f;;EU374070_g;EU49135 EU491357 s 0.0168 0
S’)a;:terla;;;Gemmatlmonadetes;;GU568020_c;;EU374070_0;;EU374070_f;;EU374070_g;EU73501 EU735019 s 0.0337| 0048
Bacteria;;;Gemmatimonadetes;;GU568020_c;;EU374070_o;;EU374070_o_uc;;EU374070_o_uc_g EU374070 0 uc ol 0.024
;EU374070_0_uc_s _0_uc_|
?gc;erllji;;;Gemmatlmonadetes;;GU568020_c;;GU568020_0;;GU568020_f;;A8015540_g;A80155 AB015540_g_uc ol 0.024
3ch;erl|i;;;Gemmatlmonadetes;;GU568020_c;;GU568020_0;;GU568020_f;;EU652631_g;EU6526 EU652631_g_uc ol 0.024
Bacteria;;;Gemmatimonadetes;;GU568020 c;;GU568020 o0;;GU568020_f;;GU568020 f uc;GU5 GUS68020_f uc_| 0.0168| 017
68020 f uc s
2B(z)ic;erlljzi;;;Gemmatlmonadetes;;GU568020_c;;GU568020_0;;GU568020_1‘;;GU568020_g;GU5680 GUS68020_g_uc ol 0.028
Séigtzrlzﬁé;Gemmatlmonadetes;;GU568020_c;;GU568020_0;;GU568020_f;;HM437962_g;HM437 HM437962_g_uc ol 0.024
Bacteria;;;Gemmatimonadetes;;GU568020 c;;GU568020_o0;;GU568020 o_uc;;GU568020 0 uc GUS68020_0_uc, ol 0.024

9;GU568020 0 _uc_s




Bacteria;;;Gemmatimonadetes;;GU568020_c;;HQ190281_o;;HQ190281_f;;HQ190281 g;HQ1902

81 g uc HQ190281_g_uc|0.1178 0
2Ba;:terla;;;Gemmatlmonadetes;;GU568020_c;;HQ190281_0;;HQ19028l_f;;HQ190281_g;JX19339 IX193392 s 0.0168 0
Bacteria;;;Gemmatimonadetes;;GU568020_c;;HQ727642_o;;HQ727642_f;;HQ727642_f uc;HQ7 HQ727642_f uc_| 0.0505| 0.024
27642 f uc s -
Bacteria;;;Gemmatimonadetes;;GU568020_c;;HQ727642_o;;HQ727642_f;;HQ727642_g;HQ7276 HQ727642_g_uc ol 0.024
42 g_uc -
Bacteria;;;GN02;;GN02_c;;AJ224539 0;;AJ224539 0_uc;;AJ224539_0_uc_g;AJ224539 o_uc_s |AJ224539 o _uc_§ 0.0168 0
Bacteria;;;GN02;;GN02_c;;AJ224539 0;;EU246208_f;;EU246208_f uc;EU246208_f uc_s EU246208_f uc_{ 0.0168] 0.145
Bacteria;;;GN02;;GN02_c;;AJ224539 0;;EU246208_f;;EU246208_g;EU246208_g_uc EU246208 g uc 0| 0.024
Bacteria;;;GN02;;GN02_c;;AJ224539 0;;EU735030_f;;EU735030_f uc;EU735030_f uc_s EU735030_f _uc_ 0] 0.024
Bacteria;;;GN02;;GN02_c;;FJ205371_0;;FJ205371_f;;EU386044_g;EU386044_¢g_uc EU386044_g_uc 0] 0.024
Bacteria;;;GN02;;GN02_c;;FJ205371_o;;FJ205371_f;;FJ205371_f uc;FJ205371_f uc_s FJ205371_f uc_s| 0.0337] 0.048
Bacteria;;;GNO02;;GN02_c;;FJ205371_0;;FJ205371_f;;FJ205371_g;FJ205371_g_uc FJ205371_g_uc 0] 0.024
Bacteria;;;GN02;;GN02_c;;FJ205371_0;;FJ205371_f;;FJ205371_g;FJ205371_s FJ205371_s 0] 0.073
Bacteria;;;GN04;;EU385751 c;;EU385751 0;;EU385751 f;;EU385751 f uc;EU385751 f uc_s |EU385751 f uc § 0.0337| 0.048
Bacteria;;;GN04;;EU385751 c;;EU385751 0;;EU592438 f;;EU592438 f uc;EU592438 f uc_s |EU592438 f uc {0.0337 0
7Ba;:tﬁr(';laé;;GQ246394_D;;GQ246394_C;;GQ246394_0;;AM490697_f;;AM490697_1‘_uc;AM49069 AMA490697 f uc_| 0.0168 0
B:\cutzn:;;;GQ246394_D;;GQ246394_C;;GQ246394_0;;GQ246394_f;;GQ246394_f_uc;GQ246394 GQ246394_f uc_| 0.0168| 0.048
Bacteria;;;GQ246394_p;;GQ246394 _c;;GQ246394_0;;GQ246394_0_uc;;GQ246394 o0_uc_g;GQ2 GQ246394_0_uc | 0.0168 0
46394 0 uc s

B:\c:zn:;;;GU363019_D;;GU363019_C;;GU363019_0;;GU363019_f;;GU363019_f_uc;GU363019 GU363019_f uc | 0.0168 0
B:cterla;;;JQ817711_p;;JQ817711_C;;JQ817711_0;;JQ817711_f;;JQ817711_f_uc;JQ817711_f_uc JOB17711_f uc_9 0.0168 0
Bacteria;;;JS1;;JS1_c;;JS1_0;;JS1_f;;JS1_g;AB525475 s AB525475 s 0.0505 0
B?cutirls;;;Lentlsphaerae;;GU196224_C;;GQ259262_0;;GQ259262_f;;GQ259262_f_uc;GQ259262 6Q259262_f uc_| 0.0168 0
Bj((::tesrla;;;Lentlsphaerae;;GU196224_c;;GU196224_o;;EF574345_f;;EF574345_f_uc;EF574345_f EF574345_f uc_{ 00505 0.145
(I:Bacterla;;;Lentlsphaerae;;GU196224_C;;GU196224_0;;EF574345_f;;EF574345_g;EF574345_g_u EF574345_g_uc ol 0.024
Bacteria;;;Lentisphaerae;;GU196224 _c;;GU196224 o;;EF574345_f;;EF574345_g;HQ703823_ s [|HQ703823_s 0| 0.024
Bacteria;;;Nitrospirae;;Nitrospira_c;;EU335197_0;;EU335197_f;;EU335197_g;GQ246443_s GQ246443_s 0.0168 0
Bacteria;;;Nitrospirae;;Nitrospira_c;;Nitrospirales;;Nitrospiraceae;;Nitrospira;DQ351808_s DQ351808 s 0] 0.024
Bacteria;;;Nitrospirae;;Nitrospira_c;;Nitrospirales;;Nitrospiraceae;;Nitrospira;EU055608_s EU055608_s 0] 0.339
Bacteria;;;Nitrospirae;;Nitrospira_c;;Nitrospirales;;Nitrospiraceae;;Nitrospira;EU652665_s EU652665 s 0] 0.073
Bacteria;;;Nitrospirae;;Nitrospira_c;;Nitrospirales;;Nitrospiraceae;;Nitrospira;JN596614 s JN596614_s 0] 0.073
Bacteria;;;Nitrospirae;;Nitrospira_c;;Nitrospirales;;Nitrospiraceae;;Nitrospira;JX206626_s JX206626_s 0] 0.048
Bacteria;;;Nitrospirae;;Nitrospira_c;;Nitrospirales;;Nitrospiraceae;;Nitrospira;Nitrospira_uc Nitrospira_uc 0] 0.121
eBaltjzéersla;;;Nltrosplrae;;Nltrosplra_c;;Nltrosplrales;;N|trosp|raceae;;N|trosp|ra\ceae_uc;Nltrosplracea Nitrospiraceae_ud| 0.0673| 0.048
Sa;:terla;;;Nltrosplrae;;N|trosp|ra_c;;Thermodesulfowbrlo_o;;JF747669_f;;EU735014_g;EU38570 EU385709_s 0.0673 0
?a;teuréa;;;Nltrosplrae;;N|trosp|ra_c;;Thermodesulfowbrlo_o;;JF747669_f;;EU735014_g;EU73501 EU735014_g_uc | 0.0673 0
Egc;e[]li;;s;Nltrosplrae;;N|trosp|ra_c;;Thermodesulfowbrlo_o;;JF747669_f;;JF747669_f_uc;JF7476 JF747669_f uc_s| 0.3533] 0.121
Bsacterla;;;Nltrosplrae;;Nltrosplra_c;;Thermodesulfowbrlo_o;;JF747669_f;;JF747669_g;EU491391 EU491391 s 0.0337 0
Bacteria;;;Nitrospirae;;Nitrospira_c;; Thermodesulfovibrio_o;;JF747669_f;;JF747669_g;EU734975 EU734975_s 0.0505 0

S




Bacteria;;;Nitrospirae;;Nitrospira_c;; Thermodesulfovibrio_o;;JF747669_f;;JF747669_g;JF747669

g uc JF747669_g_uc | 0.0337 0
!Bacterla;;.;Nltrosplrae;;Nl_trosplra_c;;Thermodesulfowbrlo_o;;Magnetobacterlum_f;;Magnetobacter Magnetobacteriun| 0.1682 0
ium_f uc;Magnetobacterium_f uc_s

Bacteria;;;Nitrospirae;;Nitrospira_c;; Thermodesulfovibrio_o;; Thermodesulfovibrio_f;;FR667834_ EUBL7719 s ol 0.533
g;EU617719 s -
Bacteria;;;Nitrospirae;;Nitrospira_c;; Thermodesulfovibrio_o;; Thermodesulfovibrio_f;;GQ921458 EU592458 s ol 0.024
g;EU592458 s -
Bact_erl_a;;;Nltrosplrae;;N|trosp|r_a__c;;Thermodesulfowbrlo_o;;Thermodesulfowbrlo_f;;Thermodesu Thermodesulfovid 0.286] 0267
Ifovibrio_f uc;Thermodesulfovibrio f uc s
Bacterla;_;;Nltrosplrae;;N|trosp|ra_c;;Th_err_nodesulfowbrlo_o;;ThermodesuIfowbrlo_o_uc;;Thermo Thermodesulfovitl 0.0841| 0.024
desulfovibrio_o_uc_g;Thermodesulfovibrio o0 _uc s

Bacteria;;;NKB19;;NKB19_c;;NKB19 0;;NKB19 f;;DQ395545 ¢;DQ395545 g_uc DQ395545 g uc 0] 0.048
Bacteria;;;NKB19;;NKB19 c;;NKB19 0;;NKB19 f;;NKB19 f uc;NKB19 f uc_s NKB19 f uc_s 0] 0.048
Bacteria;;;OD1;;EU488087_c;;EU488087_o;;EU488087_f;;EU488087_f uc;EU488087_f uc_s |EU488087_f uc 0[ 0.024
lIi?c;erla;;;ODl;;F\1547O54_c;;ABSO4963_0;;AB504963_0_uc;;ABSO4963_o_uc_g;ABSO4963_0_ ABS504963 0_uc | 0.0168 0
Bacteria;;;OD1;;FJ547054_c;;AM745141 0;;GU197432_f;;GU197432_f uc;GU197432_f uc_s |GU197432_f uc_| 0] 0.048
Bacteria;;;OD1;;0D1_c;;0D1_c_uc;;OD1 _c_uc_f;;OD1 _c_uc_g;0D1_c_uc_s OD1_c uc_s 0.0168 0
Bacteria;;;OD1;;0D1_c;;0D1 _o0;;AB015577_f;;AB015577_f uc;AB015577_f uc_s AB015577_f uc_{0.0337| 0.024
Bacteria;;;OD1;;0D1_c;;0D1_0;;AB193900_f;;AB193900_f uc;AB193900_f uc_s AB193900_f uc_] 0.0337 0
Bacteria;;;OD1;;0D1_c;;0D1_0;;AB193900_f;;FJ264776_g;FJ264776_s FJ264776_s 0.0168 0
Bacteria;;;OD1;;0D1_c;;0D1_0;;AM982633_f;;AM982633_f uc;AM982633_f _uc_s AM982633 f _uc | 0.0168 0
Bacteria;;;OD1;;0D1 _c;;0OD1 _o0;;EU245823 f;;EU245823 f uc;EU245823 f uc_s EU245823 f uc_§0.0168 0
Bacteria;;;OD1;;0D1_c;;0D1_0;;GQ348056_f;;GQ348056_f uc;GQ348056_f uc_s GQ348056_f uc_| 0.0168 0
Bacteria;;;OP11;;AF050605 c;;AF050605 0;;DQ811944 f;;DQ811944 f uc;DQ811944 f uc s |DQ811944 f uc | 0.0337 0
Bacteria;;;OP11;;DQ404773_c;;DQ404773_c_uc;;DQ404773_c_uc_f;;DQ404773_c_uc_g;DQ404 DQ404773_c_uc | 0.0168 0
773 c uc s

Bacteria;;;OP11;;DQ404773 c;;DQ404773 0;;DQ404773_f;;DQ404773_f uc;DQ404773 f uc_s |DQ404773 f uc | 0.0168 0
SBacterla;;;OP11;;FJ746304_C;;FJ?46304_0;;FJ746304_o_uc;;FJ7463O4_0_u<:_g;FJ746304_o_uc_ FI746304_0_uc_d 0.0168 0
Bacteria;;;OP11;;HQ183952 c;;DQ811942 0;;DQ811942 f;;DQ811942 f uc;DQ811942 f uc_s |DQ811942 f uc | 0.0168 0
Bj((::te;rla;;;OPll;;HQ183952_C;;EU386083_0;;EU386083_0_uc;;EU386083_0_uc_g;EU386083_0 EU386083_0_uc | 0.0168 0
Bacteria;;;OP3;;FP245540 c;;FP245538 0;;FP245538 f;;FP245538 f uc;FP245538 f uc s FP245538 f uc_q 0.0168
Bacteria;;;OP3;;FP245540_c;;FP245540_o;;FP245540 f;;FP245540 f uc;FP245540 f uc_s FP245540_f uc_q 0.0168
Bacteria;;;OP3;;FP245540_c;;FP245540_0;;GU472720_f;;GU180187_¢g;GU180187_g_uc GU180187_g_uc | 0.0168
Bacteria;;;OP3;;FP245540_c;;FP245540_0;;GU472720_f;;GU472720_f uc;GU472720_f uc_s GU472720 f uc_| 0.0168 0
Bacteria;;;OP3;;HM243796_c;;HM243796_0;;AB015559_f;;AB015559 f uc;AB015559 f uc_s |AB015559 f uc_{0.0168| 0.024
Bacteria;;;OP3;;HM243796_c;;HM243796_0;;AB015559_f;;AB015559_g¢;AB015559 g_uc AB015559 g_uc | 0.0337 0
Bacteria;;;OP8;;0P8_c;;HQ588586 0;;HQ588586 f;;HQ588586 f uc;HQ588586 f uc s HQ588586 f uc | 0| 0.024
Bacteria;;;OP8;;0P8_c;;0P8 c_uc;;0P8 ¢ _uc_f;;OP8_c_uc_g;OP8 c_uc_s OP8_c_uc_s 0.0168 0
Bacteria;;;OP8;;0P8_c;;0P8_o0;;0P8_f;;AQSP_g;4P004969_s 4P004969 s 0.1346 0
Bacteria;;;OP8;;0P8_c;;0P8_0;;0P8_f;;AQSP_g;AJ704718_s AJ704718_s 0.0168 0
Bacteria;;;OP8;;0P8_c;;0P8_o0;;0P8_f;;AQSP_g;AM889144 s AM889144 s 0.0168] 0.024
Bacteria;;;OP8;;0P8_c;;0P8_0;;0P8_f;;AQSP_g;AQSP_g_uc AQSP_g_uc 0.1514] 0.024
Bacteria;;;OP8;;0P8_c;;0P8_o0;;0P8_f;;AQSP_g;AY704402_s AY704402_s 0.0168 0
Bacteria;;;OP8;;0P8_c;;0P8_0;;0P8_f;;AQSP_g;DQ394925 s DQ394925 s 0.0505 0
Bacteria;;;OP8;;0P8_c;;0P8_o0;;0P8_f;;AQSP_g;DQ394934 s DQ394934 s 0.0841| 0.024
Bacteria;;;OP8;;0P8_c;;0P8_0;;0P8_f;;AQSP_g;EU488144 s EU488144 s 0.0337 0




Bacteria;;;OP8;;0P8_c;;0P8_o0;;0P8_f;;AQSP_g;EU488417 s EU488417 s 0.0841 0
Bacteria;;;OP8;;0P8_c;;0P8 0;;0P8_f;;AQSP_g;GQ143758_s GQ143758_s 0.0168] 0.024
Bacteria;;;OP8;;0P8_c;;0P8_o0;;0P8_f;;AQSP_g;JF344576_s JF344576_s 0.1009] 0.024
Bacteria;;;OP8;;0P8_c;;0P8_0;;0P8_f;;AQSP_g;JN230219 s JN230219 s 0.0168 0
Bacteria;;;OP8;;0P8_c;;0P8_o0;;0P8_f;;AQSP_g;JX391294 s JX391294 s 0.0168 0
Bacteria;;;OP8;;0P8_c;;0P8 0;;0P8_f;;0OP8_f uc;OP8 f uc_s OP8_f uc_s 0.1178] 0.024
Bacteria;;;OP8;;0P8_c;;0P8_0;;0P8_o_uc;;OP8 0_uc_g;OP8 0_uc_s OP8_o0_uc_s 0.0168 0
zB?c]tcele;;S;Planctomycetes;;AY532588_C;;AY532588_0;;AM056027_f;;AM056027_f_uc;AM0560 AMO56027_f uc_| 0.0168| 0.048
gBal::::erla;;;Planctomycetes;;AY532588_C;;AY532588_0;;AM056027_f;;EU478641_g;EU478641_ EU478641_g_uc ol 0.048
Bacteria;;;Planctomycetes;;AY532588 c;;AY532588 0;;AY532588 0_uc;;AY532588 0 _uc_g;A AY532588_0_uc | ol 0.024
Y532588 0 uc s

Bj((::tzrla;;;Planctomycetes;;AY532588_C;;AY532588_0;;FJ712535_f;;FJ712535_f_uc;FJ712535_f FJ712535_f uc_s ol 0.024
ngte;rla;;;Planctomycetes;;Brocadla_c;;Brocadla_o;;Brocadla_o_uc;;Brocad|a_o_uc_g;Brocad|a_o Brocadia_o_uc_s | 0.0168 0
Bacteria;;;Planctomycetes;;Brocadia_c;;Brocadia_o;;Scalindua_f;;Scalindua;DQ869384_s DQ869384 s 0| 0.024
Bacteria;;;Planctomycetes;;Brocadia_c;;DQ811902_0;;D0Q811902_o_uc;;DQ811902_o_uc_g;DQ8 DQ811902 o uc, ol 0.024
11902 o0 uc s

]I?altjcgegla;;;Planctomycetes;;Brocadla_c;;EU290720_o;;DQ521803_f;;DQ521803_f_uc;DQ521803_ DO521803_f uc | 0.0168 0
Bfacutin:;;;Planctomycetes;;Brocadla_c;;GU145499_0;;GU145499_f;;GU145499_f_uc;GU145499 GU145499 f uc_ ol 0218
chterla;;;Planctomycetes;;Brocadla_c;;GU145499_0;;GU145499_f;;GU145499_g;GU145499_g_ GU145499 g_uc ol 0.024
Bacteria;;;Planctomycetes;;Brocadia_c;;GU145499 0;;GU145499 o_uc;;GU145499 o_uc_g;GU1 GU145499 o_uc, ol 0.024
45499 0 uc s

Bacteria;;;Planctomycetes;;FN820300_c;;FN820300_o;;FN820300_f;;FN820300_g;AB530245_s |AB530245_s 0.0168 0
GBa;:ti:a;;;Planctomycetes;;HQ681992_C;;EU050866_0;;EU050866_f;;EU050866_f_uc;EU05086 EU050866_f uc_ ol 0.024
BBa;:tﬁ:a;;;Planctomycetes;;HQ681992_C;;EU589258_0;;EU589258_f;;EU589258_f_uc;EU58925 EU589258_f uc_ ol 0.024
Bacteria;;;Planctomycetes;;HQ681992_c;;EU589258 0;;EU589258 0_uc;;EU589258 o _uc_g;EU EU589258 o uc | 0.0168 0
589258 0 uc s — ]
2Ba]i:tﬁz:la;;;Planctomycetes;;HQ681992_C;;EU589258_0;;GQ250612_f;;GQ250612_f_uc;GQZSO61 GQ250612_f uc_ ol 0.048
Bacteria;;;Planctomycetes;;JN475307_c;;JN475307_0;;JN475307_o_uc;;JN475307_o_uc_g;IJN47 IN475307_o_uc_{ 0.0168 0
5307 0 uc s

Bsacterla;;;Planctomycetes;;OM190_c;;OM190_0;;AF407728_f;;AF407728_f_uc;AF407728_f_uc AF407728_f uc_ ol 0.218
Bacteria;;;Planctomycetes;;OM190_c;;OM190_o;;AF407728 f;;AF407728_g;AF407728 g_uc AF407728_g_uc 0] 0.048
Bacteria;;;Planctomycetes;;OM190_c;;OM190_o;;AF407728 f;;EF208657_g;JF809791_s JF809791 s 0] 0.024
Bacteria;;;Planctomycetes;;OM190_c;;0OM190_0;;0M190_f;;0OM190_f uc;0OM190 f uc_s OM190 f uc_s 0] 0.097
Bacteria;;;Planctomycetes;;OM190_c;;OM190_0;;0M190_f;;0OM190_g;OM190_g_uc OM190 _g_uc 0] 0.024
Bacteria;;;Planctomycetes;;OM190_c;;OM190_0;;0M190_o_uc;;OM190_o_uc_g;0OM190_o_uc_s|OM190_o_uc_s 0 0.048
(I)Ba;:tﬁrcla;;;Planctomycetes;;Phymsphaerae;;HQ697838_0;;EU246070_f;;EU246070_f_uc;EU24607 EU246070_f uc_{ 0.0168 0.024
B:((::terla;;;Planctomycetes;;Phymsphaerae;;HQ697838_0;;HM066343_f;;FJ205216_g;FJ205216_g F1205216_g_uc | 00168 0
SI’3acter|a;;;Planctomycetes;;Phymsphaerae;;HQ697838_0;;HM066343_f;;FJ205216_g;GQ246412_ GQ246412 s ol 0.028
:I?Z;:te;crlzi:;;I:Ianctomycetes;;Phymsphaerae;;HQ697838_0;;HM066343_f;;HM066343_f_uc;HM066 HM066343_f uc | 0.0505| 0.145
Ea;:teuréa;;;Planctomycetes;;Phymsphaerae;;HQ697838_0;;HM066343_f;;HM066343_g;HM06634 HMO066343_g_uc ol 0.024
Bacteria;;;Planctomycetes;;Phycisphaerae;;HQ697838_0;;HQ697838_f;;HQ697838_f uc;HQ6978 HOB97838_f uc_ | 0.0505| 0.121

38 f uc s




Bacteria;;;Planctomycetes;;Phycisphaerae;;HQ697838_o;;HQ697838_f;;HQ697838_¢;AB530247_

S AB530247_s 0] 0.242
SBacterla;;;Planctomycetes;;Phymsphaerae;;HQ697838_0;;HQ697838_f;;HQ697838_g;EU048679_ EU048679 s 0.0337 0
SBacterla;;;Planctomycetes;;Phymsphaerae;;HQ697838_0;;HQ697838_f;;HQ697838_g;EU385701_ EU385701 s ol 0.024
SBacterla;;;Planctomycetes;;Phymsphaerae;;HQ697838_0;;HQ697838_f;;HQ697838_g;EU735003_ EU735003_s ol 0.048
Bgc;irla;;;Planctomycetes;;Phymsphaerae;;HQ697838_0;;HQ697838_f;;HQ697838_g;HQ697838 HO697838_g_uc | 0.0505| 0.121
SBacterla;;;Planctomycetes;;Phymsphaerae;;HQ697838_0;;HQ697838_f;;HQ697838_g;JN123561_ IN123561_s 0.0168 0
Bacteria;;;Planctomycetes;;Phycisphaerae;;HQ697838_0;;HQ697838_0_uc;;HQ697838_o_uc_g;H HQB97838_0_uc | 0.0337| 0.097
Q697838_0_uc_s _0_uc
Bacterla;;;P!anctomycetes;;Phymsphaerae;;Phyusphaerae_uc;;Phymsphaerae_uc_f;;Phyusphaerae Phycisphaerae_uc| 0.0505| 0.024
|_uc_g;Phycisphaerae_uc_s

3Ba:t3::|a;;;Planctomycetes;;Phymsphaerae;;Phyusphaerales;;FJ936783_f;;FJ936783_f_uc;FJ93678 F1936783_f uc_s ol 0.028
GBSaé:tBeréa;;;EIanctomycetes;;Phymsphaerae;;Phyusphaerales;;Phyusphaeraceae;;AJ966588_g;AJ96 AJI66588_g_uc ol 0.028
7Bgagt1er;a;;;Planctomycetes;;Phymsphaerae;;Phyusphaerales;;Phyusphaeraceae;;AJ966588_g;EU61 EU617891 s 0.0168! 0.097
gggtler;a;;;Planctomycetes;;Phymsphaerae;;Phyusphaerales;;Phyusphaeraceae;;EU050951_g;EU05 EU050951 s ol 0.024
1B3a;£1er€|;1;;;(l:3Iamctomycetes;;Phymsphaerae;;Phyclsphaerales;;Phyusphaeraceae;;EU491354_g;EU49 EU491354_g_uc ol 0.024
gjé:;esrle;;;;Planctomycetes;;Phymsphaerae;;Phyusphaerales;;Phyusphaeraceae;;HM446087_g;4P0 4P004385_s 0.0337 0
(I?Sa;tzegrli;;;Planctomycetes;;Phymsphaerae;;Phyusphaerales;;Phyusphaeraceae;;HM446087_g;4P0 4P005829_s ol 0.024
Bacteria;;;Planctomycetes;;Phycisphaerae;;Phycisphaerales;;Phycisphaeraceae;;HM446087_g;HM HMA446087_g_uc ol 0.097
446087 g uc

Bacterla_;;;Planctomycetes;;Phymsphaerae;;Phyusphaerales;;Phyasphaeraceae;;Phyusphaeraceae_ Phycisphaeraceae] ol 0.412
uc;Phycisphaeraceae uc s

Bacterla;;;_Planctomycetes;;Plancto_mycetaua;;Planctomycetama_uc;;Planctomycetama_uc_f;;Planc Planctomycetacia | 0.0168 0
tomycetacia_uc_g;Planctomycetacia_uc_s
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;AB630886_¢g AB630886_g_uc | 0.0168 0
;AB630886 g uc

Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;AJ231182_g; AJ231182_g_uc ol 0.048
AJ231182 g uc

Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;; AJ306765_g; AJ306765_g_uc ol 0.024
AJ306765_g_uc

Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;AJ306767_g; AJ306767_g_uc ol 0.048
AJ306767_g_uc

Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;AJ306767_g; AY704401 s ol 0.024
AY704401 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;AM040104_g AMO40104 s ol 0.024
;AM040104 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;AM086149 g AMO86149_g_uc ol 0.024
;AMO086149 g uc

Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;AM997801_g AM997801_g_uc ol 0.024
;AM997801 g uc

Bacterla;;_;Planctomycetes;;PIanctomycetacna;;Planctomycetales;;Planctomycetaceae;;Bythoplrellul Bythopirellula_uc| 0.0168| 0.145
a;Bythopirellula_uc

Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;Bythopirellul ING72634 s ol 0.028
a;,JN672634 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;DQ269048 ¢ 4P003170_s ol 0.028
;4P003170 s

Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;DQ394930_¢g DO394930_g_uc | 0.0168 0.024
;DQ394930 g uc

Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;DQ394930_¢g GQ246406_s ol 0.024

:GQ246406 s




Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;DQ395014 ¢

DQ395014_g_uc | 0.0168| 0.024
;DQ395014 g uc -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;DQ396265 ¢ DO396265_g_uc ol 0.048
;DQ396265 g uc — -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;DQ396265 ¢ HQ721408 s 0.0841| 0.048
;HQ721408 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;DQ811898 ¢ DO811898_g_uc ol 0.048
;DQ811898 g uc — -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;DQ811898 ¢ DO811898 s ol 0.024
;DQ811898 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EF123574 _g; EF123574_g_uc | 0.0168 0.024
EF123574 g uc —-
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EF123574 _g; EF123574 s ol 0.024
EF123574 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EF125400_g; EF125400 s ol 0.024
EF125400 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EF125400_g; 1203078 s ol 0.028
FJ203078_s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EF125439 _g; EF125439_g_uc ol 0.024
EF125439 g uc -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EF125439_g; EF125439 s ol 0.024
EF125439 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EF208688_g; EF208688_g_uc ol 0.028
EF208688 g uc -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EF208715_g; EF208715_g_uc | 0.0168 0.024
EF208715 g uc -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EF591886_g; EF591886_g_uc | 0.0168 0
EF591886 g uc -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EU385884 _g; EU385884_g_uc ol 0.024
EU385884 g uc -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EU385884 _g; EU385884 s ol 0.024
EU385884 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EU491467_g; EU491125 s ol 0.024
EU491125 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EU491467_g; EU491467 g_uc | 0.0337| 0.048
EU491467 g uc — -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EU491467_g; HO153945, s 0.0505 0
HQ153945 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EU491549 g; EU491549_g_uc ol 0.028
EU491549 g uc —
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EU491629 g; EU491629_g_uc ol 0.024
EU491629 g uc —
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EU491663_g; 1203525 s ol 0.024
FJ203525 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EU734992_g; EU734992_g_uc ol 0.024
EU734992 g uc — -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;EU734992_g; GU362994 s ol 0073
GU362994 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;FJ542976_g; AMO40106 s ol 0.024
AM040106 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;FJ542976_g; F1542976 g uc | 0.0168| 0.17
FJ542976 g uc — -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;FJ623335_g; GQ250623_s ol 0.028
GQ250623_s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;GQ397017_g EF591889 s ol 0.024
;EF591889 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;GQ397017_g GO397017_g_uc ol 0.024
;GQ397017 g uc — -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;GQ487921 ¢ EU488059 s ol 0.028
;EU488059 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;GQ487921 ¢ GO487921_g_uc ol 0.028

;GQ487921 g uc




Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;GQ487921 g

IN533146_s JN533146_s 0] 0.024
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;GU118237_g GU118237 s ol 0.073
;GU118237 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;GU118237_g GU118263 s ol 0.024
;GU118263 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;GU362992_g GU362992_g_uc ol 0.024
;GU362992 g uc — -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;HQ397467_g GU118276 s ol 0.024
;GU118276 s -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;HQ397467_g HQ397467 g_uc | 0.0168 0.048
;HQ397467 g _uc -
Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;HQ397467_g 1Q269310_s ol 0.073
;JQ269310_s -
?acterla;;;Planctomycetes;;Planctomycetaua;;Planctomycetales;;Planctomycetaceae;;HQ845450_g 4P005489_ s ol 0.048
;4P005489_s

?acterla;;;Planctomycetes;;Planctomycetaua;;Planctomycetales;;Planctomycetaceae;;HQ845450_g 4P00B056, s ol 0.097
;4P006056_s

Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;HQ845450 ¢ AY907796 s ol 0.048
;AY907796 s -
?acterla;;;Planctomycetes;;Planctomycetaua;;Planctomycetales;;Planctomycetaceae;;HQ845450_g DQ289930_s ol 0.024
;DQ289930_s

?acterla;;;Planctomycetes;;Planctomycetaua;;Planctomycetales;;Planctomycetaceae;;HQ845450_g DQ396010_s ol 0.024
;DQ396010_s

?acterla;;;Planctomycetes;;Planctomycetaua;;Planctomycetales;;Planctomycetaceae;;HQ845450_g DQ889893 s ol 0.073
;DQ889893_s

?acterla;;;Planctomycetes;;Planctomycetaua;;Planctomycetales;;Planctomycetaceae;;HQ845450_g HQ845450_g_uc | 0.0337| 0.17
;HQ845450 g uc

?acterla;;;Planctomycetes;;Planctomycetaua;;Planctomycetales;;Planctomycetaceae;;HQ845450_g JQ580060_s ol 0.048
;JQ580060_s

Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;JF344298 g;J JF344298 g_uc ol 0.121
F344298 g _uc

Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;JF344298 g;J IF344298 s ol 0.024
F344298 s

Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;JF344298 g;J JQ579650_s ol 0.048
Q579650 _s

Bacterla;;.;Planctomycetes;;Planctomycetaua;;Planctomycetales;;Planctomycetaceae;;Planctomycet Planctomycetacea| 0.4038| 3.515
aceae_uc;Planctomycetaceae_uc_s
B-acterla;;;Planctomycetes;;Planctomycetaua;;Planctomycetales;;Planctomycetaceae;;Rhodoplrellul AB294955, s ol 0073
a;AB294955 s

B-acterla;;;Planctomycetes;;Planctomycetaua;;Planctomycetales;;Planctomycetaceae;;Rhodoplrellul DO903990_s ol 0.028
3;0Q903990 s

B-acterla;;;Planctomycetes;;Planctomycetaua;;Planctomycetales;;Planctomycetaceae;;Rhodoplrellul F1626909_s ol 0073
a;FJ626909 s

B-acterla;;;_Planctomycetes;;Planctomycetaua;;Planctomycetales;;Planctomycetaceae;;Rhodoplrellul Rhodopirellula_u ol 0.267
a;Rhodopirellula_uc

Bacteria;;;Planctomycetes;;Planctomycetacia;;Planctomycetales;;Planctomycetaceae;;X81942_g;X X81942_g_uc ol 0073
81942 g uc

Bacterla;;;P_Ianctomycetes;;Planctomycetaua;;Planctomycetales;;Planctomycetales_uc;;Planctomyc Planctomycetales | 0.0168| 0.048
etales uc_g;Planctomycetales uc s
Bacterla;;;Planct.omycetes;;Planctomycetes_uc;;Planctomycetes_uc_o;;Planctomycetes_uc_f;;Planc Planctomycetes_u| 0.0168 0
tomycetes_uc_g;Planctomycetes_uc_s
Bacterla;;;Proteobacterla;;Alphaproteobacterla;;Caulobacterales;;Caulobacteraceae;;Caulobacterace Caulobacteraceae | 0.0168 0
ae_uc;Caulobacteraceae _uc s

Bacterla;_;;Proteobacterla;;Alphaproteobacterla;;Caulobacterales;;Caulobacterales_uc;;Caulobactera Caulobacterales_| 0.0168 0
les_uc_g;Caulobacterales uc s

Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Kordiimonadales;;DQ486506_f;;DQ486506_f uc; DO486506_f uc_ ol 0.024
DQ486506 f uc s

2Bzagtesrla;;;Proteobacterla;;AIphaproteobacterla;;Mlcavnbrlo_o;;M|ce1V|br|o_f;;DQ395494_g;EF092 EF092222 s 0.0168 0
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Parvularculales;;Parvularculaceae;;EU851414 g;E EUS51414_g_uc ol 0.097

U851414 g uc




Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Parvularculales;;Parvularculaceae;;EU851414 g;E

U851414 s EU851414 s 0] 0.121
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Parvularculales;;Parvularculaceae;;EU851414 _g;F F1203521 s ol 0.024
J203521 s -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Parvularculales;;Parvularculaceae;;Parvularculacea
Parvularculaceae 0| 0.048

e_uc;Parvularculaceae_uc_s ]
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;AF280843_f;;AF280843_f uc;AF280 AF280843 f uc ol 0.024
843 f uc_ s - -
?ascterla;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;Aflfella_f;;Aflfella_f_uc;AflfeIIa_f_u Afifella_f uc_s | 0.0168| 0.048
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;AM997334_f;;AM997334_f _uc;AM9 AM997334 £ uc | 0.0841] 0533
97334 f uc s -
Egzte;rlzz(;:;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;AM997334_f;;AM997334_g;AM997 AM997334_g_uc| 0.0505| 0.606
2Bgacierla;;;Proteobacterla;;AIphaproteobacterla;;Rhlzoblales;;AM997334_f;;AM997334_g;EU4916 EU491628 s ol 0.024
8Bgac;erla;;;Proteobacterla;;AI|ohaproteobacter|a;;Rhlzoblales;;AM997334_f;;AM997334_g;FJ2034 F1203488 s ol 0.028
7Beac;erllja?:;;;Proteobacterla;;AIphaproteobacterla;;Rhlzoblales;;AM997334_f;;AY942776_g;AY9427 AY942776_g_uc ol 0339
7B§c;er|a;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;AM997334_f;;AY942776_g;AY9427 AY942776_s ol 0073
7B:tc::]erllja?:;;;Proteobacterla;;AIphaproteobacterla;;Rhlzoblales;;AM997334_f;;DQ395471_g;DQ3954 DO395471_g_uc ol 0.024
ngac;erLlji;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;AM997334_f;;DQ395499_g;DQ3954 DO395499_g_uc ol 0364
9B;tc;erla;;;Proteobacterla;;AIphaproteobacterla;;Rhlzoblales;;AM997334_f;;DQ395499_g;DQ3954 DO395499 s 0.0168! 0509
BBagterla;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;AM997334_f;;DQ395499_g;FJ99960 F1999608 s ol 0073
6B;acgerla;;;Proteobacterla;;AI|ohaproteobacterla;;Rhlzoblales;;AM997334_f;;DQ395499_g;FM2423 FM242367 s 0.0168! 1.503
?I?gc;erllji;;;Proteobacterla;;Alphaproteobacterla;;Rh|zob|ales;;AM997334_f;;EU491330_g;EU4913 EU491330_g_uc | 0.0337] 0.073
g:cierla;;;Proteobacterla;;Alphaproteobacterla;;Rh|zob|ales;;AM997334_f;;EU491404_g;EU4914 EU491404 s 0.1009 0
B;cltjirla;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;AM997334_f;;FJ203222_g;FJ203222 F1203222 g uc | 0.0337| 0.024
B:cterla;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;AM997334_f;;FJ203222_g;FJ203222 F1203222 s ol 0.028
B;cltjirla;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;AM997334_f;;FJS45574_g;FJ545574 FI545574 g uc | 00168 0
Egc;erllji;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;AM997334_f;;GQ246350_g;GQ2463 GO246350_g_uc ol 0.024
B;cltjirla;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;AM997334_f;;JF514252_g;JF514252 IF514252 g uc | 0.0673| 0.073
Bac_terla;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;Andersemella_f;;Andersemella;Ander Anderseniella_uc | 0.0337| 0.048
seniella_uc
lB7z71;:t7er;a;;;Proteobacterla;;AIphaproteobacterla;;Rhlzoblales;;Andersenlella_f;;Andersemella;DQ?,S DO351777 s 0.0168! 0121
Bacterla;;_;Proteobacterla;;Alphaproteobacterla;;Rh|zob|ales;;Andersenlella_f;;Andersemella_f_uc; Anderseniella_f ol 0073
Anderseniella f uc s
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Aurantimonadaceae;; Aurantimonadac .

) . Aurantimonadace 0] 0.024
eae_uc;Aurantimonadaceae_uc_s
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Bauldia_f;;Bauldia;Bauldia_uc Bauldia_uc 0] 0.242
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Bauldia_f;;Bauldia;EU050753_s EU050753 s 0] 0.097
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Bauldia_f;;Bauldia;EU617827_s EU617827_s 0] 0.048
?icterla;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;Bauldla_f;;Bauldla_f_uc;BauIdla_f_u Bauldia f ucs |0.0168| 0.048
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Bradyrhizobiaceae;;Pseudolabrys;FJ4 F1478629 s ol 0.024

78629 s




Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Bradyrhizobiaceae;;Pseudolabrys;Pse

Pseudolabrys_uc 0[ 0.024
udolabrys_uc -
Bacterla;;;Pro'_[eobacterla;;Alphaproteobacterla;;Rhlzoblales;;Cohae5|bacteraceae;;Cohae5|bacterace Cohaesibacteraces ol 0.145
ae_uc;Cohaesibacteraceae_uc_s
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Cohaesibacteraceae;;DQ889902_g;D DO889902_g_uc ol 0.073
Q889902 _g_uc — -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Cohaesibacteraceae;;JF514260_g;GQ 50259256, s ol 0.048
259256 s -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Cohaesibacteraceae;;JF514260_g;JF5 JF514260_g_uc ol 0.218
14260 g uc — -
lngéeorlzi;;;Proteobacterla;;AIphaproteobacterla;;Rhlzoblales;;Cohae5|bacteraceae;;JF514260_g;JF5 JF514260_s ol 0.242
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Cohaesibacteraceae;;Pseudahrensia;F EN553443 s ol 0.048
N553443 s _
ll?:c;erla;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;Dev05|a_f;;Dev03|a_f_uc;Devosm_f_ Devasia_f uc_s ol 0073
?ggtirlig;Zroteobacterla;;Alphaproteobacterla;;Rhlzoblales;;EF574506_f;;EF574506_f_uc;EF574 EF574506_f uc. ¢ ol 0.024
2Ba]t:tﬁzaé;;Proteobacterla;;AI|ohaproteobacterla;;Rhlzoblales;;FJ202622_f;;FJ202622_f_uc;F320262 F1202622_f uc_s ol 0.024
B__ '_...P Ha e H H ') . .
galcj:::erla,,, roteobacteria;;Alphaproteobacteria;;Rhizobiales;;FJ202622_f;;FJ202622_g;FJ202622_ F1202622_g_uc ol 0.024
B_ e Hae e H H ') . .
4a;:tﬁzaé,,Proteobacterla,,AI|ohaproteobacterla,,Rhlzoblales,,FJ479444_f,,FJ479444_f_uc,FJ47944 FJ479444_f uc_s| 0.0168 0
B__ '_... Hae e H H ') . .
81a;:tegrlatj,(,:,Proteobalcterla,,AI|ohaproteobacterla,,Rhlzoblales,,HM057812_f,,HM057812_g,HM057 HMO57812_g_uc ol 0121
B = T rrY Ha e H H ') H H .. .

acteria;;;Proteobacteria;;Alphaproteobacteria;;Rhizobiales;;Hyphomicrobiaceae;;DQ811854_g;D DO811854 s ol 0.028
Q811854 s
B H ...P H ..A e H H ') H H .. H 1 H . A i A
_acter_la,,,_roteobacterla,, Iphaproteobacteria;;Rhizobiales;;Hyphomicrobiaceae;;Filomicrobium; Filomicrobium_ud 0.0168| 0.048
Filomicrobium_uc
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Hyphomicrobiaceae;;Filomicrobium; FIA55876_s ol 0.024
FJ455876 s
Bacteria;;;P ia;;Alph ia;;Rhizobiales;; icrobi . ;
acteria;;;Proteobacteria;;Alphaproteobacteria;;Rhizobiales;;Hyphomicrobiaceae;; GQ500792_g;G GO500792_g_uc ol 0.194
Q500792 _g_uc
B T Ha e H H e H H .. 1 H : A
acterlla,,,Proteqbacte:\rla,,Alphaproteobacterla,,Rhlzoblales,,Hyphomlcroblaceae,,Hyphomlcroblac Hyphomicrabiace ol 0218
eae_uc;Hyphomicrobiaceae uc s
Bai1cter|a;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;Hyphomlcroblaceae;;Hyphomlcroblu FJ197410 s 1.4637| 0291
m;FJ197410 s -
B T Ha e H H e H H .. 1 H : A
ai1cter|a,,,P_roteo_bacterla,,Alphaproteobacterla,,Rh|zob|ales,,Hyphomlcroblaceae,,Hyphomlcroblu Hyphomicrobium| 0.0168| 0.145
m;Hyphomicrobium_uc
B H ...P H ..AI h e H H e H H .. H )
ac.terla,,, roteot_)acterla,, p_ap_rqteobacterla,,Rhlzoblales,,Hyphomlcroblaceae,,Methyloceanlba Methyloceanibact ol 0121
cter;Methyloceanibacter caenitepidi
B H ...P Ha e H H e H H .. H .
acteria;;;Proteobacteria;;Alphaproteobacteria;;Rhizobiales;;Hyphomicrobiaceae;; Methyloligella; AB015245,_s 0.0168 0
AB015245 s
B H ...P H ..AI h e H H e H H .. H .
acteria;;;Proteobacteria;;Alphaproteobacteria;;Rhizobiales;;Hyphomicrobiaceae;;Methyloligella; AB240235_s 0.5047| 0339
AB240235 s
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Hyphomicrobiaceae;;Methyloligella;E EF632942 s ol 0.024
F632942 s -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Hyphomicrobiaceae;;Methyloligella;F EM211779 s 0.0505| 2327
M211779 s -
B jases HA ) H H H .. H H .. H . )
acterla,,-,Proteobacterla,,Alphaproteobacterla,,Rhlzoblales,,Hyphomlcroblaceae,,Methylollgella, Methyloligella_ud 0.0168 0.201
Methyloligella_uc
B ia;;;P ia;;Alph ia;;Rhizobiales;;M i 0 ;
acteria;;;Proteobacteria;;Alphaproteobacteria;;Rhizobiales;;Methylobacteriaceae;; GQ249556_g;G GQ249556_g_uc ol 0073
Q249556 g _uc
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Methylobacteriaceae;;GQ249556_g;J JF183815 s ol 0.024
F183815 s -
B H ...P HA ) H H H .. H .. H )
acterla_,,, roteobacterl_a,,Alphaproteobacterla,,Rhlzoblales,,Methylobacterlaceae,,Methylobacterla Methylobacteriace ol 0.024
ceae_uc;Methylobacteriaceae _uc s
Bac_terla;;;Eroteobacterla;;Alphaproteobacterla;;Rhlzoblales;;Methylobacterlaceae;;M|crowrga;M|c Microvirga aerila ol 0.024
rovirga aerilata
B ia;;;P ia;;Alph ia;;Rhizobiales;; N is; .
acteria;;;Proteobacteria;;Alphaproteobacteria;;Rhizobiales;;Methylocystaceae;; Methylocystis; Met Methylosinus spo ol 0.028

hylosinus sporium




Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Parvibaculum_f;;Parvibaculum_f_uc;

. Parvibaculum_f (4 0.0168] 0.073
Parvibaculum_f uc_s -
2Ba;:terla;;;Proteobacterla;;AIphaproteobacterla;;Rhlzoblales;;Phyllobacterlaceae;;Hoeflea;EF12331 EF123312 s ol 0.364
chterla;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;Phyllobacterlaceae;;Hoeflea;Hoeera_ Hoeflea_uc ol 0.024
Bacterla;;;Proteob_acterla;;Alphaproteobacterla;;Rhlzoblales;;Phyllobacterlaceae;;Phyllobacterlacea Phyllobacteriacea ol 0.024
e_uc;Phyllobacteriaceae_uc_s
Bac_terla;;;Proteobacterla;_;Alphaproteobacterla;;Rhlzoblales;;Prosthecomlcroblum_f;;Prosthecomlc Prosthecomicrobil 0.0168 0
robium_f_uc;Prosthecomicrobium_f uc_s
Bac_terla;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;Rhodoblaceae;;Rhodoblaceae_uc;Rho Rhodobiaceae uc ol 0.048
dobiaceae _uc_s — ]
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Rhodobiaceae;; Tepidamorphus; Tepid Tepidamorphus_u| 0.0505| 0.024
amorphus_uc
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhizobiales;;Rhodoligotrophos_f;;AF370880_g;E EU234324 s ol 0.024
U234324 s _
7B;1;:Ze6rli;;;Proteobacterla;;Alphaproteobacterla;;Rhlzoblales;;Rhodollgotrophos_f;;FJ479146_g;FJ4 FIA79146 s ol 0.024
Bacterla;;;Eroteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Hyphomonadaceae;;Hyphomona Hyphomonadacea ol 0.024
daceae_uc;Hyphomonadaceae uc s
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;4P001532_g; 4P001532_s ol 0.028
4P001532 s
Bacterla;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;AY258094_g AB491826_s ol 0364
;AB491826 s
Bacterla;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;AY258094_g AY258094_g_uc | 0.0505| 0.194
;AY258094 g uc
Bacterla;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;AY258094_g F1748819 s ol 0073
;FJ748819 s
Bacterla;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;AY345433_g AY345433_g_uc ol 0.024
;AY 345433 g uc
?acterla;;_;Proteobacte_r_la;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;Boseonglcola Boseongicola aest] 0.0168| 0.048
;Boseongicola aestuarii
?acterla;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;DQ395503_g DO395503_g_uc | 0.0168 0
;DQ395503 g_uc
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;DQ446108 g
.DQ446108 g uc DQ446108_g_uc 0] 0.024
?acterla;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;DQ81185l_g DO811851_g_uc ol 0.028
;DQ811851 g uc
?acterla;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;GQ249531_g DO811853_s ol 0145
;DQ811853 s
?acterla;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;GQ249531_g F1202586 s ol 0.024
;FJ202586 s
?acterla;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;GQ249531_g G0249531_g_uc ol 0.412
;GQ249531 g uc
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;GQ249531 g GU118103 s ol 0.028
;GU118103 s -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;GQ249531 ¢ GU118199 s ol 0.024
;GU118199 s -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;Halocynthiib 1196058 s 0.0168 0
acter;FJ196058 s -
Bacte_rla;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;Haslllbacter; Hasllibacter uc ol 0.024
Hasllibacter uc
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;JN233515_g; 4P003325_s ol 0.024
4P003325 s
Bgcterla;;;Proteobac_te_rla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;Lelsmgera;Le Leisingera methyl| 0.0168 0
isingera methylohalidivorans
Bgcterla;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;Lelsmgera;Le Leisingera_uc 0.0168 0
isingera_uc
B_acter_la;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;thorelbacter; Litoreibacter_uc ol 0.024
Litoreibacter_uc
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;Litorimicrobi Litorimicrobium t| 0.5384 0

um;Litorimicrobium taeanense




Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;Litorimicrobi

Lo . Litorimicrobium_{ 0.5888 0
um;Litorimicrobium_uc -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;Marinovum; . .

- . Marinovum algicq 0.286 0
Marinovum algicola
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;Paracoccus; A AM?275338 s 0.0168 0
M275338_s -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;Paracoccus;P .

. Paracoccus marin{ 0.0168 0
aracoccus marinus
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;Paracoccus;P

Paracoccus oceand 0.5047 0

aracoccus oceanense
Ba(_:terla;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;Pelaglcola;Pe Pelagicola_uc 0.0168 0
lagicola_uc -
Bacterla;;;Proteobacterl_a;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;Phaeobacter; Phaeobacter daepq 0.0168 0
Phaeobacter daeponensis
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;Phaeobacter; Phaeobacter_uc | 0.0168 0
Phaeobacter_uc
Bacterla-;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;Rhodobactera Rhodobacteracead 0.2692| 0.097
ceae_uc;Rhodobacteraceae_uc s
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;Roseovarius; .

. Roseovarius_uc | 0.1514 0
Roseovarius_uc -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;Ruegeria;Rue . -

. e Ruegeria arenilito 0] 0.048
geria arenilitoris
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;Ruegeria;Rue .

- Ruegeria conchae 0] 0.242
geria conchae
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;;Ruegeria;Rue .
geria, uc Ruegeria_uc 0| 0.024
aBalj:(t:erla;;;Proteobacterla;;AIphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;Shlmla;Shlml Shimia_ue 0.0168 0
Bacter_la;;;Prot_eobagterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;Sulfltobacter; Oceanibulbus indd 0.0841 0
Oceanibulbus indolifex
Bact_erla;;;Proteot_Jacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;Sulfltobacter; Sulfitobacter dubil 4.3237 0
Sulfitobacter dubius
Bact_erla;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;Sulfltobacter; Sulfitobacter_uc | 0.0505 0
Sulfitobacter_uc
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;; Tateyamaria; .

- Tateyamaria_uc 0| 0.024
Tateyamaria_uc
Bacterla;;;_Proteobact_e_:rla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacteraceae;;Thalassoblus; Thalassobius aestd ol 0.024
Thalassobius aestuarii
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodobacterales;;Rhodobacteraceae;; Thalassobius; .

. - Thalassobius aqug 0] 0.121
Thalassobius aquaeponti
Bacterla;;;Proteobacterla;;Alphaproteobacterla;;Rhodobacterales;;Rhodobacterales_uc;;Rhodobact Rhodobacterales_{ 0.0168 0
erales_uc_g;Rhodobacterales uc s
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;; Acetobacteraceae;;Endobacter;En Endobacter_uc ol 0.024
dobacter_uc
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;DQ984631_f;;DQ984631_f uc; DQ984631_f uc | 0.0168 0.097
DQ984631 f uc s
7B§gée2r|z;;;;Proteobacterla;;Alphaproteobacterla;;Rhodosplrlllales;;DQ984631_f;;EU373873_g;JN6 ING72662_s 0.0168! 0.073
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;DQ984631_f;;EU386027_g;EU3 EU386027 g_uc | 0.0168 0
86027 g uc
Bacteria;;;Proteobacteria;; Alphaprotecbacteria;;Rhodospirillales;;EU799183_f;;EU799183_f uc;E EU799183 f uc ol 0.024
U799183 f uc s - -
7Bsa;:t2er;a;;;Proteobacterla;;Alphaproteobacterla;;Rhodosplrlllales;;EU799183_f;;EU799183_g;AJ56 AJ567552 s 0.0168! 0121
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;EU799183_f;;EU799183_g;EU7 EU799183_g_uc ol 0121
99183 g uc
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;EU919810_f;;EU805050_g;EU8 EUS05050_g_uc ol 0.028
05050 g uc
Bacteria;;;Proteobacteria;; Alphaprotecbacteria;;Rhodospirillales;;EU919810_f;;EU919810_f uc;E EU919810_f uc_ ol 0.024
U919810 f uc s
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;FM209092_f;;DQ451508_g;AY AY913370_s ol 0.028

913370 s




Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;AM997440 g

- AJO66596 S AJI66596_s 0| 0.024
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;AM997440 g AM997440_g_uc ol 0.073
;AM997440 g _uc — -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;AM997440 g AM997440 s ol 0.048
;AM997440 s -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;AM997440 g EU373883 s ol 0.024
;EU373883 s -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;AM997440 g KC009860 s ol 0.048
;KC009860 s -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;EU266790_g; EU266790_g_uc ol 0.048
EU266790 g uc —v-
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;EU266790_g; HQ326280_s ol 0.048
HQ326280 s -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;EU386018_g; EU386018_g_uc | 0.0168 0
EU386018 g uc

Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;EU652585 _g; EU617826 s ol 0121
EU617826 s -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;EU652585 _g; EU652585_g_uc ol 0073
EU652585 g uc

Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;EU652585 _g; EU652585, s ol 0145
EU652585 s

Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;Pelagibius; D DO289904 s ol 1.964
Q289904 s

Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;Pelagibius; EF EF125412 s ol 0.436
125412 s -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;Pelagibius;E EU617823 s 0.0168! 1.091
U617823 s -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;Rhodospirillales;;Rhodospirillaceae;;Pelagibius;JN INO77152 s ol 0.024
977152 s -
Ba_ct_erla;;;Proteobacterla;;Alphaproteobacterla;;Rhodosplrlllales;;RhodosplrllIaceae;;PeIaglblus;PeI Pelagibius_uc 0.0168! 0.727
agibius_uc

Bacterla-;;;Proteob_a_cterla;;Alphaproteobacterla;;Rhodosplrlllales;;RhodosplrllIaceae;;Rhodosplrllla Rhodospirillaceae| 0.0168| 0.194
ceae_uc;Rhodospirillaceae_uc_s

1B;;w;erllf::;;;Proteobacterla;;AIphaproteobacterla;;Rlckett5|ales;;GQ250619_f;;A8294318_g;ABZ943 AB294318_g_uc ol 0.024
Bacteria;;;Proteobacteria;; Alphaproteobacteria;;SAR11;;SAR11-1_f;;Pelagibacter;GU061426 s |GU061426 s 0] 0.024
Bacterla;;;Proteobacterla;;A_Iph_apro_teok'Jacterla;;Sphmgomonadales;;Erythrobacteraceae;;Altereryth Altererythrobacte ol 0.022
robacter;Altererythrobacter ishigakiensis

Bacteria;;;Proteobacteria;; Alphaproteobacteria;; Sphingomonadales;;Erythrobacteraceae;; Altereryth AY858797 s ol 0.022
robacter;AY858797 s -
Bacteria;;;Proteobacteria;; Alphaproteobacteria;; Sphingomonadales;;Erythrobacteraceae;; Altereryth

robacter;JQ427438 s Q427438 s 0[ 0.097
Bacterla;;;Pr?teobacterla;;Alphaproteobacterla;;Sphmgomonadales;;Erythrobacteraceae;;Erythroba Erythrobacteracea ol 0.022
cteraceae_uc;Erythrobacteraceae _uc_s
!3acte_r|a;;.;Proteobaf:terla;_;AIphaproteoba_cterla;;Sphmgomonadales;;Sphlngomonadaceae;;Novosph Novosphingobiun ol 0.024
ingobium;Novosphingobium pentaromativorans
Bacterla;;;Prote(.)bac‘ferla;;Alphaproteobacterla;;Sphmgomonadales;;Sphlngomonadaceae;;Sphmgo Sphingomonadacd ol 0.024
monadaceae_uc;Sphingomonadaceae_uc_s
Egc;erlli;;;Proteobacterla;;Betaproteobacterla;;DQ009366_0;;DQ009366_f;;DQ009366_g;DQ0093 DQO09366_g_uc ol 0.024
7Ba;teuréa;;;Proteobacterla;;Betaproteobacterla;;DQ009366_0;;DQ009366_f;;EF999367_g;EF99936 EF999367 g_uc ol 0.097
B;c;ecrla;;;Proteobacterla;;Deltaproteobacterla;;4P001481_0;;4P001481_f;;4P001956_g;4P001956 4P001956_g_uc | 0.1178 0
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;AB530223_0;;AB530223_0_uc;;AB530223_0_uc_ AB530223 o uc | 0.0168 0
9;AB530223 0_uc_s -
Bacteria;;;Proteobacteria;;Deltaproteobacteria;; AF269002_0;;AF269002_f;;AF269002_f uc;AF26 AF269002_f uc._ ol 0.024
9002 f uc s

?a;:teuréa;;;Proteobacterla;;Deltaproteobacterla;;AF269002_0;;AF269002_f;;AF269002_g;AF26900 AF269002_g_uc | 0.0673 0
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;AF269002_0;;AF269002_f;;AM997922_g;AM997 AM997922 g_uc ol 0.048

922 _g_uc




Bacteria;;;Proteobacteria;; Deltaproteobacteria;;AF269002_0;;AF269002_f;;DQ395022_g;DQ3950

22 g uc DQ395022_¢g_uc | 0.0168 0
2B;icierla;;;Proteobacterla;;Deltapro'[eobacterla;;AF269002_0;;AF269002_f;;DQ395022_g;DQ3950 DO395022 s ol 0.436
B;c;ecrla;;;Proteobacterla;;Deltaproteobacterla;;AJ306774_0;;AJ306774_f;;AJ306774_g;AJ306774 AJ306774_g_uc | 0.0673| 0.073
Bsacterla;;;Proteobacterla;;Deltaproteobacterla;;AJ306774_0;;AJ306774_f;;AJ306774_g;FJ264596 F1264596 s 0.0841| 0.145
Bsacterla;;;Proteobacterla;;Deltaproteobacterla;;AJ306774_0;;AJ306774_f;;AJ306774_g;JF344529 JF344529 s 0.0337| 0.048
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;AY214193_0;;AY214193 f;;AY214193 f uc;AY2 AY214193 f uc ol 0.073
14193 f uc s - 7
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;AY214193_0;;AY214193 0_uc;;AY214193 o_uc_ AY214193 o uc | 0.0337 0
0;AY214193 0 uc_ s —
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Bdellovibrionales;;Bdellovibrionales_uc;;Bdellovib I
. I Bdellovibrionales 0[ 0.024
rionales_uc_g;Bdellovibrionales_uc_s i
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;CU925466_0;;CU925466_f;;CU925466_f uc;CU9 CU925466_f uc._ ol 0121
25466 f uc s
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;Deferrisoma_o;;Deferrisoma_f;; Deferrisoma;Deferri .

Deferrisoma_uc 0] 0.048
soma_uc
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Deferrisoma_o;;Deferrisoma_f;;Deferrisoma_f _uc; .

- Deferrisoma_f_uc 0] 0.121
Deferrisoma_f uc_s -
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Deferrisoma_o;;Deferrisoma_o_uc;;Deferrisoma_o .

. . Deferrisoma_o_uq 0.0168 0
_uc_g;Deferrisoma_o_uc_s
Bacterla;;;Proteob_acterla;;.Deltaproteobacterl_a;;Deltaproteobacterla_uc;;DeItaproteobacterla_uc_f;; Deltaproteobacter ol 0.024
Deltaproteobacteria_uc_g;Deltaproteobacteria_uc_s
Bacteria;;;Proteobacteria;;Deltaproteobacteria;; Desulfobacterales;;AY771942_f;;AY771942_f uc; AY771942 £ uc | 0.0505| 0.024
AY771942 f uc s ——
1B7a;:t1e3r(|)a;;;Proteobacterla;;Deltaproteobacterla;;Desulfobacterales;;AY771942_f;;AY771942_g;AB AB177130_s 0.0168 0
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;Desulfobacterales;;AY771942_f;;AY771942_g;AY AY771942_g_uc | 0.1009| 0.048
771942 g uc
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;Desulfobacterales;;AY771942_f;;AY771942_g;EU EU386090_s 0.0168 0
386090_s
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;Desulfobacterales;; Desulfobacteraceae;;AJ620497 _ AJ620497 s ol 0.024
9;AJ620497 s -
B-acterla;;;Proteobacterla;;Deltaproteobacterla;;Desulfobacterales;;Desulfobacteraceae;;AJ704681_ AM882638_s ol 0073
g;AM882638_s
B-acterla;;;Proteobacterla;;Deltaproteobacterla;;Desulfobacterales;;Desulfobacteraceae;;AJ704684_ AJ704684_g_uc ol 0.097
0;AJ704684 g uc
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;Desulfobacterales;; Desulfobacteraceae;;AJ704684 _ AJ704684 s ol 0.028
0;AJ704684 s -
Ba-cterla;;;Proteobacterla;;Deltaproteobacterla;;Desulfobacterales;;Desulfobacteraceae;;AM229208 AM229208_g_uc| 0.1346 0
| 0;AM229208 g _uc
Bacteria;;;Proteobacteria;;Deltaproteobacteria;; Desulfobacterales;; Desulfobacteraceae;; AM229208 KC009899 s 0.0505 0
| g;KC009899 s -
Ba_cterla;;;Proteobacterla;;Deltaproteobacterla;;Desulfobacterales;;Desulfobacteraceae;;AM745130 AM745130_g_uc| 0.1009| 0.024
| 0;AM745130 g _uc
Bacteria;;;Proteobacteria;; Deltaproteobacteria;; Desulfobacterales;; Desulfobacteraceae;; AM 745130 AY771936 s 0.1009| 0.024
| g;AY771936 s -
Ba_cterla;;;Proteobacterla;;Deltaproteobacterla;;Desulfobacterales;;Desulfobacteraceae;;AM745130 IF344643_s 0.0168 0
| 0;JF344643 s
Bacterla;;;P_roteobacterla;;Deltaproteobacterla;;Desulfobacterales;;Desulfobacteraceae;;Desulfobact Desulfobacteraced 0.0505! 0291
eraceae_uc;Desulfobacteraceae uc s
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Desulfobacterales;; Desulfobacteraceae;;Desulfobact .

L . Desulfobacterium| 0] 0.024
erium;Desulfobacterium _uc
BaTcterla;;;Pr_oteobacts_arla;;Deltaproteobacterla;;Desulfobacterales;;Desulfobacteraceae;;Desulfofrlg Desulfofrigus frag ol 0.028
us;Desulfofrigus fragile
Bacteria;;;Proteobacteria;;Deltaproteobacteria;; Desulfobacterales;;Desulfobacteraceae;; Desulfofrig .
i . Desulfofrigus_uc 0f 0.145
us;Desulfofrigus_uc
Bacteria;;;Proteobacteria;; Deltaproteobacteria;; Desulfobacterales;; Desulfobacteraceae;; Desulfosarc .
Desulfosarcina_ug 0] 0.048

ina;Desulfosarcina_uc




Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Desulfobacterales;; Desulfobacteraceae;;EU181467_

G:EUIB1467 g uc EU181467_g_uc 0] 0.073
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Desulfobacterales;; Desulfobacteraceae;;EU181467_ EU181467 s 0.1514| 0.145
g;EU181467 s -
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Desulfobacterales;; Desulfobacteraceae;;EU181467_ EM211789 s 0.0337| 0.388
g;FM211789 s -
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Desulfobacterales;; Desulfobacteraceae;;EU181467_ JE344647 s ol 0.048
g;JF344647 s -
Bacteria;;;Proteobacteria;;Deltaproteobacteria;; Desulfobacterales;; Desulfobacteraceae;;FM165266 EM165266 s ol 0.024
| g;FM165266 s -
Ba-cterla;;;Proteobacterla;;Deltaproteobacterla;;Desulfobacterales;;Desulfobacteraceae;;GQ356991 GQ356991 s ol 0.048
| 9;GQ356991 s -
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Desulfobacterium_g1_o;;Desulfobacterium_g1_f;;D
esulfobacterium_g1;AJ704686 s AJ704686_s 0| 0.024
B H ...P Ha 1A 1 e 1 . A
acteria;;; r_oteoba(?terla,,Deltapro_teobacterla,,Desulfobacterlum_gl_o,,Desulfobacterlum_gl_f,,D Desulfobacterium| 0.0337| 0.097
esulfobacterium_g1;Desulfobacterium_g1 uc
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Desulfobacterium_g1_o;;Desulfobacterium_g1_f;;D
esulfobacterium_g1;GQ246432_s 6Q246432_s 0.2019) 0.073
B H ...P Hae 1A 1 e 1 . A
acteria;;; r_oteobacterla,.,Deltaproteoba_cterla,,Desulfobacterlum_gl_o,,Desulfobacterlum_gl_f,,D Desulfobacterium| 0.0505 0
esulfobacterium_gl f uc;Desulfobacterium gl f uc s
BaFterla;;;Proteobacterla;;Deltaproteobacterla;;Desulfobacterlum_gl_o;;GU553714_f;;GU553714 EU385886 s 0.0168 0
| g;EU385886_s -
BaFterla;;;Proteobacterla;;Deltaproteobacterla;;Desulfobacterlum_gl_o;;GU553714_f;;GU553714 EU385917 s 0.0168 0
| g;EU385917 s -
Bacteria;;;Proteobacteria;;Deltaproteobacteria;; Desulfobulbaceae_o;;Desulfobulbaceae;;Desulfobul
) - Desulfobulbaceae 0f 0.024
baceae uc;Desulfobulbaceae uc_s
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Desulfobulbaceae_o;;Desulforhopalus_f;;Desulfoca
] - - Desulfocapsa_uc 0] 0.048
psa;Desulfocapsa_uc
B_acjterla;;;Proteobacterla;;Deltaproteobacterla;;Desulfobulbaceae_o;;Desulforhopalus_f;;Desulfofu AB294977 s ol 0.024
stis;AB294977 s -
Bgclterla;;;Proteobacterla;;Deltaproteobacterla;;Desulfobulbaceae_o;;Desulforhopalus_f;;Desulfofu AJ620509 s 0.0168 0
stis; AJ620509 s -
B T Ha 1A e . :
gclterla,,,Prote_obacterla,,Deltaproteobacterla,,Desulfobulbaceae_o,,Desulforhopalus_f,,Desulfofu Desulfofustis_uc ol 0.097
stis;Desulfofustis_uc
Bgclterla;;;Proteobacterla;;Deltaproteobacterla;;Desulfobulbaceae_o;;Desulforhopalus_f;;Desulfofu EF123489 s ol 0.024
stis;EF123489 s -
B H ...P H ..D I 1 ..D e . H )
-acterla,,,_roteobacterla,, eltaproteobacteria;; Desulfobulbaceae_o;;Desulforhopalus_f;;Desulfopil Desulfopila_uc ol 0.024
a;Desulfopila_uc
Bacteria;;;P ia;;Del ia;;Desulfobul " "
acter!a roteobacteria;;Deltaproteobacteria;;Desulfobulbaceae_o;;Desulforhopalus_f;;Desulforh Desulforhopalus_ ol 0121
opalus;Desulforhopalus_uc
B T Ha 1A e .
acter!a,,,Proteobacterla,,Deltaproteobacterla,,Desulfobulbaceae_o,,Desulforhopalus_f,,Desulforh GU119044 s ol 017
opalus;GU119044 s
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;Desulfobulbaceae_o;;Desulforhopalus_f;;Desulforh
. Desulforhopalus_ 0] 0.097
opalus_f uc;Desulforhopalus f uc s
B-acterla;;;Proteobacterla;;Deltaproteobacterla;;Desulfobulbaceae_o;;EU287221_f;;EU287221_f_u EU287221 f uc ol 0.028
c;EU287221 f uc s —— -
B jases HA ) 1A e e .
acteria;;;Proteobacteria;;Deltaproteobacteria;;Desulfobulbaceae_o;;EU287221_f;;EU287221 g;A AB530214.s 0.0337 0
B530214 s
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;Desulfobulbaceae_o;;EU287221 f;;EU287221 g;E EU287221_g_uc ol 0.242
U287221 g uc —-
Bacteria;;;Proteobacteria;;Deltaproteobacteria;; Desulfobulbaceae_o;;EU287221 f;;EU287221 g;F FI416112 s ol 0.024
J416112 s -
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Desulfobulbaceae_o;;EU287221 f;;EU287221_g;J IX241034 s 0.0168 0
X241034 s _
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Desulfuromonadales;;Desulfuromonadaceae;; AJ271
656 g:AJ271656 g UC AJ271656_g_uc 0] 0.267
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Desulfuromonadales;;Desulfuromonadaceae;; AJ271
656_0:X241022 s JX241022_s 0] 0.024
Bacteria;;;Proteobacteria;; Deltaproteobacteria;; Desulfuromonadales;;Desulfuromonadaceae;; Desulf
. Desulfuromonada 0l 0.17
uromonadaceae_uc;Desulfuromonadaceae_uc s
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Desulfuromonadales;; Desulfuromonadaceae;;Pelob AM404382_s ol 0.024

acter g2;AM404382 s




Bacteria;;;Proteobacteria;;Deltaproteobacteria;;Desulfuromonadales;; Desulfuromonadaceae;;Pelob

acter_g2;Pelobacter_g2_uc Pelobacter_g2_uc 0| 0.024
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Desulfuromonadales;;Geobacteraceae;;Geobacterac

Geobacteraceae_ul 0.0168 0
eae_uc;Geobacteraceae_uc_s -
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;DQ154854 0;;DQ154854 f;;DQ154854 f uc;DQ1 DO154854 f uc ol 0.024
54854 f uc s -
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;DQ394969 0;;DQ394969_f;;DQ394969 f uc;DQ3 DQ394969 f uc ol 0.024
94969 f uc s -
SI;%gg:tzr|al1j;(;:;Proteobacterla;;Deltapro'[eobacterla;;DQ394969_0;;DQ394969_f;;DQ394969_g;DQ394 DO394969_g_uc ol 0.024
Egztefrlzg;:roteobacterla;;Deltaproteobacterla;;EF125424_0;;EF125424_f;;EF125424_f_uc;EF125 EF125424 f uc s ol 0.024
?a;:terla;;;Proteobacterla;;Deltaproteobacterla;;EF125424_0;;EF125424_f;;EF125424_g;EF12542 EF125424 s ol 0.024
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;EF574244_0;;EF574244 _o_uc;;EF574244 o_uc_g; EF574244 o uc | 0.0168 0
EF574244 0 _uc_s _0_Uc_
?gc;erllji;;;Proteobacterla;;Deltaproteobacterla;;EU245359_0;;EU245359_f;;EU245359_g;EU2453 EU245359_g_uc | 0.0168 0.024
ngcierla;;;Proteobacterla;;Deltaproteobacterla;;EU245359_0;;EU245359_f;;EU245359_g;EU5924 EU592490_s 0.0168 0
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;EU246214 0;;EU246214 f;;EU246214 _f uc;EU24 EU246214 f uc {00337 0
6214 f uc_s
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;EU491876_0;;EU491876_0_uc;;EU491876_0_uc_ EU491876 o uc | 0.0168 0
g;EU491876 0 uc s —
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;EU617831_0;;EU617831_f;;EU617831_f uc;EU61 EU617831 f uc { 0.0673| 0.097
7831 f uc s
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;EU617831_0;;EU617831_0_uc;;EU617831_0_uc_ EU617831 o uc | 0.0168 0
g;EU617831 0 uc s —
ZBSa;tegrlaL;(;:;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;AM991259_g;AM991 AM991259 g_uc ol 0073
E;gtegrli;é;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;AM997336_g;AM997 AM997336_g_uc ol 0.024
7B?c;er|a;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;AM997336_g;EU9258 EU925877 s ol 0.024
9B;acgerla;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;AM997336_g;FJ4160 F1416092_s ol 0.028
gfc;erllji;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;EU287101_g;EU2871 EU287101_g_uc ol 0.024
gfcierla;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;EU287101_g;EU2871 EU287101 s ol 0.024
g?c;erllji;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;EU290707_g;EU2907 EU290707_g_uc | 0.1682 0
g?cierla;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;EU290707_g;EU2907 EU290707 s 0.1009| 0.048
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;EU617842_0;;EU617842_f;;EU617842_f uc;EU61 EU617842_f uc { 0.3365| 0.97
7842 _f uc_s
‘I?Zacierla;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;EU617842_g;EU6178 EU617842 s 0.0673| 0145
‘I?a;:terla;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;EU617842_g;FJ62689 F1626894_s ol 0.028
2Ba;:terla;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;EU617842_g;JF80969 IF809692 s ol 0.024
ngc;erlljac;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;EU734993_g;EU7349 EU734993_g_uc ol 0073
ngcierla;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;EU734993_g;EU7349 EU734993 s 0.0168| 0.024
6Ba;:terla;;;Proteobacterla;;DeItaproteobacterla;;EU617842_0;;EU617842_f;;EU881182_g;4P00397 4P003976_s ol 0.024
BBgcierla;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;EU881182_g;A86944 AB694486_s ol 0.024
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;EU617842_0;;EU617842_f;;EU881182_g;EU4913 EU491396_s ol 0.028

96 s




Bacteria;;;Proteobacteria;;Deltaproteobacteria;;EU617842_o0;;EU617842_f;;EU881182_g;EU8811

82 g uc EU881182_g_uc 0] 0.364
?I?Sacierla;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;EU881182_g;HQ7038 HQ703835.s ol 0.048
(I?jcierla;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;EU881182_g;JX2410 IX241004 s ol 0.024
7B;ac£er|a;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;EU881182_g;KC0098 KCO009877 s ol 0.121
B;c;irla;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;FJ416121_g;FJ416121 F1416121 g uc |0.0337 0
lBa;:terla;;;Proteobacterla;;Deltapro'[eobacterla;;EU617842_0;;EU617842_f;;GQ24(3453_g;F“120339 F1203391 s ol 0.024
7Bgc;erla;;;Proteobacterla;;Deltapro'[eobacterla;;EU617842_0;;EU617842_f;;HQ864112_g;EU7349 EU734976_s ol 0.024
1B§c;erllji;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;HQ864112_g;HQ8641 HO864112_g_uc ol 0.024
B;ctuirla;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;JF344499_g;JF344499 JF344499 g uc | 0.0337| 0.121
B:cterla;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;EU617842_f;;JF344499_g;JF344499 IF344499 s 0.0168| 0.024
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;EU617842_0;;EU617842_0_uc;;EU617842_0_uc_ EU617842 o uc | 0.0337 0
g;EU617842 0 uc s —
?gc;erllji;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;FM253643_f;;EU734958_g;EU7349 EU734958_g_uc ol 0.024
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;EU617842_0;;FM253643_f;;FM253643_f uc;FM2 FM253643 f uc_| 0.0673| 0.17
53643 f uc s

gBa;:teurtl:a;;;Proteobacterla;;Deltaproteobacterla;;EU617842_0;;FM253643_f;;JF344019_g;JF34401 JF344019 g_uc ol 0.073
7Bzac::]erllja?:;;;Proteobacterla;;Deltapro’[eobat:terla;;EU734972_0;;EU734972_f;;EU734972_g;EU7349 EU734972_g_uc | 0.0505 0
7B§c;er|a;;;Proteobacterla;;Deltaproteobacterla;;EU734972_0;;EU734972_f;;EU734972_g;EU7349 EU734972_s 0.0505 0
gBa1l(J:(t:er|a;;;Proteobacterla;;Deltaproteobacterla;;FJ889281_0;;FJ889281_f;;FJ889281_g;F\]889281_ F1889281_g_uc ol 0.024
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;FM253572_0;;FM253572_f;;FM253572_f uc;FM2 FM253572_f uc | 0.0508| 0.17
53572 f uc s

Bacteria;;;Proteobacteria;;Deltaproteobacteria;;FM253572_0;;FM253572_o_uc;;FM253572_0_uc EM253572 o uc | 0.0168| 0.073
| 9;FM253572 0_uc s —
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;FM253572_0;;FM253606_f;;FM253606_f uc;FM2 FM253606_f uc.| ol 0073
53606 f uc s

ngi:tzer;a;;;:roteobacterla;;Deltaproteobacterla;;FM253572_0;;FM253606_f;;HM799112_g;HM79 HM799112_g_uc ol 0.028
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;FM253572_0;;GU208445_f;;GU208445_ f uc;GU2 GU208445_f uc_ | 0.0168| 0.242
08445 f uc s

Bacteria;;;Proteobacteria;;Deltaproteobacteria;; GQ356959 0;;GQ356959 f;;GQ356959 f uc;GQ3 GO356959_f uc | 0.0337 0
56959 f uc s

7B7a(l:te;r|a;;;Proteobacterla;;Deltaproteobacterla;;GQ356959_0;;GQ356959_f;;GQ356959_g;A8188 AB188771_s ol 0.028
nga;tirla;;;Proteobacterla;;Deltaproteobacterla;;GQ356959_0;;GQ356959_f;;GQ356959_g;GQ356 GQ356959_s ol 0.024
Bacteria;;;Proteobacteria;;Deltaproteobacteria;; GQ433929 0;;GQ433929 f;;GQ433929 f uc;GQ4 50433929 f uc | 0.0673 0
33929 f uc s

B_acterla;;;Proteobacterla;;Deltaproteobacterla;;GQ433929_0;;GQ433929_o_uc;;GQ433929_o_uc_ 50433929 0_uc | 0.0168 0
0;GQ433929 0 uc s

Bacteria;;;Proteobacteria;;Deltaproteobacteria;;GU567808_0;;D0Q394946_f;;DQ394946 f uc;DQ3 DO394946_f uc | 0.0168 0
94946 f uc s

Bacteria;;;Proteobacteria;;Deltaproteobacteria;;GU567808_o;;GU567808_f;;GU567808_f uc;GU5 GUS67808_f uc_ ol 0.024
67808 f uc s

GBgzte;rlzzé;Proteobactena;;Deltaproteobacterla;;HM243977_0;;DQ811827_f;;DQ463694_g;DQ463 DO463694_g_uc | 0.0168 0
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;HM243977_o0;;DQ811827_f;;DQ811827_f uc;DQ DO811827 f uc | 0.0168 0

811827 f uc_s




Bacteria;;;Proteobacteria;; Deltaproteobacteria;;HM243977_0;;DQ811827_f;;DQ811827_g;DQ811

827 g uc DQ811827_g_uc | 0.0841| 0.024
Ef;tesrla;;;Proteobacterla;;Deltaproteobacterla;;HM243977_0;;DQ811827_f;;DQ811827_g;EF125 EF125419 s 0.0168| 0.024
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;K1932691_o0;;EU245168 f;;EU245168 f uc;EU24 EU245168 f uc ol 0.024
5168 f uc s - -
?gc;erllji;;;Proteobacterla;;Deltaproteobacterla;;KI932691_0;;EU245168_f;;FM242438_g;FM2424 FM242438_g_uc ol 0.024
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Myxococcales;;DQ833497_f;;DQ833497_f uc;DQ DO833497 f uc ol 0.024
833497 f uc s -
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;Myxococcales;;EF125442_f;;EF125442 f uc;EF12 EF125442 f UG < ol 0.024
5442 f uc s _T_uc_
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Myxococcales;;EU134529 f;;EU134529 f uc;EU1 EU134529 f uc ol 0.073
34529 f uc_ s - -
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Myxococcales;;EU246287_f;;EU246287_f _uc;EU2 EU246287 f uc {00168 0
46287 f uc_s
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Myxococcales;;EU589314 f;;EU589314 f uc;EU5 EU589314 f uc_ ol 0.024
89314 f uc s
B H ...P H ..D I 1 ..M e 1 H .. H 1 . A ;
§cter_la,,, roteobacteria;;Deltaproteobacteria;;Myxococcales;;Haliangiaceae;;Haliangiaceae_uc;H Haliangiaceae._uc] ol 0.048
aliangiaceae_uc_ s
B H ...P H ..D I 1A e 1 H .. H 1 . H H A ;
us}cts:a,,, roteobacteria;;Deltaproteobacteria;;Myxococcales;;Haliangiaceae;;Haliangium;Haliangi Haliangium_uc ol 0.024
B ~ e Hae 1A e . .
acteria;;;Proteobacteria;;Deltaproteobacteria;;Myxococcales;;JF344646_f;;JF344646_f uc;JF344 IF344646_f uc_s ol 0.024
646 f uc_s
Bacteria;;;P ia;;Del ia;M les;;M "
ac.terla roteobacteria;; Deltaproteobacteria;;Myxococcales;; Myxococcales_uc;;Myxococcales_u Myxococcales_uc| 0.0505| 0.048
¢_g;Myxococcales_uc_s
Bacteria;;;P ia;;Del ia;M les;;Pol i ;;Pol i ; .
acte ia roteobacteria;; Deltaproteobacteria;;Myxococcales;;Polyangiaceae;;Polyangiaceae_uc;P Polyangiaceae_uc| 0.0168 0
olyangiaceae_uc_s
ZBgzéer;a;;;Proteobacterla;;Deltaproteobacterla;;Myxococcales;;Sandaracmaceae;;JF344203_g;4P00 4P002648._s 0.1682 0
?I???;tser;a;;;Proteobacterla;;Deltaproteobacterla;;Myxococcales;;Sandaracmaceae;;JF344203_g;4P00 4P003385. s ol 0.024
Bacteria;;P ia;;Del ia;M les;; i " ;
4§gt3eréauc roteobacteria;;Deltaproteobacteria;;Myxococcales;;Sandaracinaceae;;JF344203_g;JF34 JF344203 g uc | 0.5215| 0.048
B _'_...P Ha 1A e H .. .
4§gt3er;a,,, roteobacteria;;Deltaproteobacteria;;Myxococcales;;Sandaracinaceae;;JF344203_g;JF34 IF344203_s 0.0505 0
B _' ...P H ..D 1A e H .. .
4;;:;er;a,,, roteobacteria;;Deltaproteobacteria;;Myxococcales;;Sandaracinaceae;;JF344203_g;JF34 IF344278 s 0.0168 0
gggg;rlas;;;Proteobacterla;;Deltaproteobacterla;;Myxococcales;;Sandaracmaceae;;JF344203_g;KCO KC009893_s ol 0.315
Bacteri_a;;;Proteobacteria;;Deltaproteobacteria;;Myxococcales;;Sandaracinaceae;;Sandaracinaceae_ .
) . Sandaracinaceae_{ 0.0841 0
uc;Sandaracinaceae_uc_s -
B H ...P H ..D I 1A H H .. . .
acteria;;;Proteobacteria;; Deltaproteobacteria;;Nitrospinaceae_o;;DQ404777_f;;AB530226_g;AB AB530226_g_uc | 0.0168| 0.024
530226 g uc
Bacteria;;;Proteobacteria;; Deltaproteobacteria;;Nitrospinaceae_o;;DQ404777_f;;AB530226_g;AB AB530226 s ol 0.024
530226 s -
lBsz;é:;e;r|2a;;;Proteobacterla;;Deltapro‘[eobacterla;;Nltrosplnaceae_o;;DQ404777_f;;ABS30226_g;AY AY193132_s ol 0.024
Egggéa;;;Proteobacterla;;Deltaproteobacterla;;Nltrosplnaceae_o;;DQ404777_f;;ABS30226_g;AY AY592130_s 0.0168 0
Eggée;lza;;;Proteobacterla;;Deltaproteobacterla;;Nltrosplnaceae_o;;DQ404777_f;;ABS30226_g;AY AY592672_s ol 0.028
ngg;esrli;;;Proteobacterla;;Deltaproteobacterla;;Nltrosplnaceae_o;;DQ404777_f;;ABS30226_g;JX3 IX391675_s ol 0.024
B '_ ...P H ..D 1A H H .. . .
acteria;;;Proteobacteria;;Deltaproteobacteria;;Nitrospinaceae_o;;DQ404777_f;;DQ404777_f _uc; DQ404777_f uc_| 0.1009| 0.048
DQ404777 f uc s
B jases HA ) 1A H H .. e .
acteria;;;Proteobacteria;;Deltaproteobacteria;;Nitrospinaceae_o;;EU491271_f;;EU491271 f uc;E EU491271_f uc_{ 0.0168 0
U491271 f uc_s
B H ...P HA ) 1A H H .. . .
acteria;;;Proteobacteria;;Deltaproteobacteria;;Nitrospinaceae_o;;FJ545464_f;;FJ545464 f uc;FJ5 FJ545464_f uc_s| 0.0168 0
45464 f uc s
B H ...P H ..D AT H H .. H H .. .
acteria;;;Proteobacteria;; Deltaproteobacteria;;Nitrospinaceae_o;;Nitrospinaceae;;AB015560_g;A AM997732.s 0.0168 0

M997732 s




Bacteria;;;Proteobacteria;;Deltaproteobacteria;;Nitrospinaceae_o;;Nitrospinaceae;;DQ513028_g;D

0513028 g uc DQ513028_g_uc 0] 0.024
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;Nitrospinaceae_o;;Nitrospinaceae;;EU617741_g;A AM997835 s ol 0.097
M997835_s -
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;Nitrospinaceae_o;;Nitrospinaceae;;EU617741_g;EF EF999360 s ol 0.024
999360 s -
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;Nitrospinaceae_o;;Nitrospinaceae;;EU617741_g;E EUBL7741 s ol 0.073
U617741 s -
Ba-cte_zrla;;;Eroteobacterla;;Deltaproteobactena;;N|trosp|naceae_o;;N|trosp|naceae;;N|trosp|naceae_ Nitrospinaceae_uq 0.0168| 0.073
uc;Nitrospinaceae_uc_s -
Bacterla;;;Prc.)te_obactjerla;;Deltaproteobactena;;N|trosp|naceae_o;;N|trosp|naceae_o_uc;;N|trosp|na Nitrospinaceae_o 0.0168| 0.024
ceae_0_uc_g;Nitrospinaceae 0_uc_s — ]
Bacteria;;;Proteobacteria;;Deltaproteobacteria;; Spirobacillus_o;;EU617864_f;;EU617864 f uc;EU EU617864 f uc ol 0.121
617864 f uc_s - -
Bacteria;;;Proteobacteria;;Deltaproteobacteria;;Syntrophobacterales;;DQ811814 _f;;DQ811814_g;F EM165234 s ol 0.024
M165234 s -

B e Hae 1A e e

-acterla,,,Proteobacterla,,Deltaproteobacterla,,Syntrophobacterales,,EU386119_f,,EU386119_f_u EU386119_f uc { 0.0505 0
c;EU386119 f uc s
Bacteria;;;P ia;;Del ia;; h les;;GQ24 n

-acterla roteobacteria;;Deltaproteobacteria;;Syntrophobacterales;; GQ246357_f;;GQ246357_f u GQ246357 f uc_ | 0.0505| 0.145
¢;GQ246357_f uc s
Bacteria;;;P ia;;Del ia;; h les;;GQ246357_f;; ;

acteria;;;Proteobacteria;;Deltaproteobacteria;;Syntrophobacterales;; GQ246357_f;;GQ246357 ¢ GQ246357 g_uc | 0.1346| 0.848
GQ246357_g_uc
B H ...P H ..D I 1A e . .

acteria;;;Proteobacteria;;Deltaproteobacteria;;Syntrophobacterales;;GQ246357_f;;GQ246357_g; GQ246357 s 0.5215| 0194
GQ246357_s
Bacteria;;;Proteo ria;;Deltapr ia;; h les;; h | "

bacte. a;;Deltaproteobacteria;; Syntrophobacterales;;Syntrophobacterales_uc;;Synt Syntrophobacteral ol 0145
rophobacterales_uc_g;Syntrophobacterales _uc_s
Bacteria;;;Proteobacteria;;Epsilonproteobacteria;;Campylobacterales;;Sulfurovum_f;;Sulfurovum;E EF061977 s ol 0.024
F061977 s _

B H ...P Hae H e ) e .

acteria;;;Proteobacteria;;Epsilonproteobacteria;;Campylobacterales;; Sulfurovum_f;;Sulfurovum;E EF061978_s ol 017
F061978_s
Bacteria;;;Proteobacteria;;Epsilonproteobacteria;;Campylobacterales;;Sulfurovum_f;;Sulfurovum;

HQ203755 s HQ203755_s 0] 0.048
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Alteromonadales;;Ferrimonadaceae;;Ferrimonas; .

. . Ferrimonas balear| 0] 0.024
Ferrimonas balearica
B H ...P Ha o s H e H .

acteria;;;Proteobacteria;;Gammaproteobacteria;; Alteromonadales;;Marinobacter_f;;Marinobacter; AB089803_s 0.0505 0
AB089803_s
B H ...P Ha H ..AI s H 1 . H H ; )

: a(_:terla,,, _roteoba(_:ter_la,,Gammaproteobacterla,, teromonadales;;Microbulbifer_f;;Microbulbifer Microbulbifer aga ol 0.028
;Microbulbifer agarilyticus
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Alteromonadales;;Psychromonadaceae;;Psychro

) o Psychromonas aqy 0] 0.073
monas;Psychromonas aquimarina
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Alteromonadales;;Psychromonadaceae;;Psychro

. . Psychromonas mal 0] 0.121
monas;Psychromonas macrocephali
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Alteromonadales;;Psychromonadaceae;;Psychro

) Psychromonas_uc 0] 0.63
monas;Psychromonas_uc
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Alteromonadales;;Shewanellaceae;;Shewanellace

. Shewanellaceae_u 0[ 0.024
ae_uc;Shewanellaceae uc s
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Arenicella_o;;Arenicella_f;;Arenicella_f_uc;Aren .
. - - Avrenicella_f_uc_d 0] 0.097
icella f uc s
B H ...P HA ) H ..A H .. H . .
gg;:te;rlztg roteobacteria;;Gammaproteobacteria;;Arenicella_o;;Arenicella_f;;EU925907_g;EU925 EU925907 g_uc ol 0.024
B - T wes HA ) H H .. H . .
3gc;erla,,,Proteobacterla,,Gammaproteobacterla,,Aremcella_o,,ArenlcelIa_f,,EU925907_g,JN6554 ING55438_s ol 0073
6ch;erla;;;Proteobacterla;;Gammaproteobacterla;;Aremcella_o;;ArenlcelIa_f;;EU925907_g;JN6726 IN672661_s ol 0121
BaEteria;;;Proteobacteria;;Gammaproteobacteria;;Arenicella_o;;AreniceIIa_o_uc;;AreniceIIa_o_uc .

) . —|Arenicella_o_uc 0] 0.024
g;Arenicella 0 uc s - -
ZBsa;:éer;a;;;Proteobacterla;;Gammaproteobacterla;;Aremcella_o;;HQ857665_f;;EU652576_g;EU65 EU652576_s ol 0.028
B eri P ia;; ia;;Arenicella_o;; " ;

acteria;;;Proteobacteria;;Gammaproteobacteria;;Arenicella_o;;HQ857665_f;;HQ857665_f uc;H HO857665._f uc | 0.0168| 0.388
Q857665 f uc s
B H ...P HA H H .. . .

acteria;;;Proteobacteria;;Gammaproteobacteria;;Arenicella_o;;HQ857665_f;;HQ857665_g;4P002 4P002695_s ol 0073

695 s




Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Arenicella_o;;HQ857665_f;;HQ857665_g;AY59

2616 s AY592616_s 0| 0.17
GB?;Zer;a;;;Proteobacterla;;Gammaproteobacterla;;Arenlcella_o;;HQ857665_f;;HQ857665_g;FN39 FN396794 s ol 0.121
gg;;er;a;;;Proteobacterla;;Gammaproteobacterla;;Arenlcella_o;;HQ857665_f;;HQ857665_g;GU11 GU119058_s ol 0.097
lngtSer;a;;;Proteobacterla;;Gammaproteobacterla;;Arenlcella_o;;HQ857665_f;;HQ857665_g;HQl9 HO191003_s ol 0.073
7B§é:tser§|]a;;;§roteobacterla;;Gammaproteobacterla;;Arenlcella_o;;HQ857665_f;;HQ857665_g;HQ85 HO857665_g_uc | 0.0168 0.679
2Bgi:tesrla;;;Proteobacterla;;Gammaproteobacterla;;Arenlcella_o;;HQ857665_f;;HQ857665_g;JF344 IF344291 s ol 0.024
Bacterla;;;P_rqteobacterla;;Gammaproteobacterla;;Chromatlales;;AC|d|ferrobacter_f;;AC|d|ferr0bact Acidiferrobacter 1 ol o017
er_f uc;Acidiferrobacter f uc_s -
B e Ha e H . H H . .
acteria;;;Proteobacteria;;Gammaproteobacteria;;Chromatiales;;Acidiferrobacter_f;;EU491360_g; EU491360_g_uc | 0.0168 0.024
EU491360 g uc
B e Hae e H . .. .
acteria;;;Proteobacteria;;Gammaproteobacteria;;Chromatiales;;AJ966605_f;;AJ966605_f uc;AJ9 AJ966605_f uc_§ 0.0337| 0.073
66605 f uc s
B H ...P Hae e H . .. .
osaC;er:Jim roteobacteria;;Gammaproteobacteria;;Chromatiales;;AJ966605_f;;AJ966605_g;AJ9666 AJI66605_g_uc ol 0.194
E?;:tirla;;;Proteobacterla;;Gammaproteobacterla;;Chromatlales;;AJ966605_f;;AJ966605_g;EU652 EUB52571 s 0.1178! 0436
E?cierla;;;Proteobacterla;;Gammaproteobacterla;;Chromatlales;;AJ966605_f;;AJ966605_g;FJ9057 FI905747 s ol 0.024
Eggtirla;;;Proteobacterla;;Gammaproteobacterla;;Chromatlales;;AJ966605_f;;AJ966605_g;GQ246 GQ246308_s ol 0.028
?acterla;;_;Proteobacterla;;Gammaproteobacterla;;Chromatlales;;Chromatlaceae;;Chromatlaceae_uc Chromatiaceae_uq 0.0168| 0.242
;Chromatiaceae_uc_s
B H ...P Hae e H . .. .
acteria;;;Proteobacteria;;Gammaproteobacteria;;Chromatiales;;DQ009140_f;;DQ009140_f uc;D DQ009140_f uc_ ol 0073
Q009140 f uc s
B H ...P Ha o H .. H H e H ) A
acterlg,,, roteob.acterla,_,Gammap_roteobacterla,,Chromatlales,,Ectothlorhodosplraceae,,Ectothlor Ectothiorhodospi] 0.1851| 0.024
hodospiraceae _uc;Ectothiorhodospiraceae_uc s
Bac-terla;;;Proteobacterla;;Gammaproteobacterla;;Chromatlales;;Ectothlorhodosplraceae;;EU61774 EU617748 s ol 0.097
8 ¢;EU617748 s -
B_act_erlla;;_;Proteqb_act_erla;;Gammaproteobacterla;;Chromatlales;;Ectothlorhodosplraceae;;Thloalkall Thicalkalivibrio d 0.0168 0.024
vibrio; Thioalkalivibrio _uc _
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Chromatiales;;EU753674_f;;EU753674_f uc;EU EU753674_f uc_ ol 0073
753674 f uc_s
B H ...P Ha o H .. . .
1e1€(]:teur(|:a,,, roteobacteria;;Gammaproteobacteria;;Chromatiales;;FJ712598 _f;;FJ545561 g;FJ54556 FI545561_g_uc ol 0.461
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Chromatiales;;FJ712598 f;;FJ712598 f uc;FJ71 FI712598 f uc_s ol 0.024
2598 f uc s
B H ...P Ha o H .. . .
8211€(J]:teur(|:e1,,, roteobacteria;;Gammaproteobacteria;;Chromatiales;;FJ712598 f;;FJ712598 g;FJ71259 FI712598_g_uc ol 0.024
B_ - T Ha e H .. e .
1§f(t)eréa,&,:roteobacterla,,Gammaproteobacterla,,Chromatlales,,FM179879_f,,EU491810_g,EU49 EU491810_g_uc ol 0.024
6Bg’;:te;rla;;;Proteobacterla;;Gammaproteobacterla;;Chromatlales;;FM179879_f;;FM179879_g;FJ905 FJ905698 s ol 0.028
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Chromatiales;;FM242209_f;;FM242209 f uc;F EM242209 f uc ol 0.028
M242209 f uc_s ]
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Chromatiales;;FR670376_f;;FR670376_f uc;FR ER670376 f uC < ol 0.242
670376 f uc s - -
:I??gte;rlzﬁé;Proteobactena;;Gammaproteobacterla;;Chromatlales;;FR670376_f;;FR670376_g;FR670 FR670376_g_uc ol 0.194
(I)Bf;tirla;;;Proteobacterla;;Gammaproteobacterla;;Chromatlales;;FR670376_f;;FR670376_g;HQ191 HO191015_s ol 0.024
(I)B;(l:(t)er;a;;;Proteobacterla;;Gammaproteobacterla;;Chromatlales;;FR670376_f;;GQ246321_g;A853 AB530210_s ol 0121
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Chromatiales;;FR670376_f;;GQ246321_g;GQ24 GO246321_g_uc ol 0121
6321 g uc
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Chromatiales;;Nitrococcus_f;;Nitrococcus_f_uc; |, ..

Nitrococcus_f_uc] 0] 0.073

Nitrococcus_f uc s




Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Chromatiales;;Sedimenticola_f;;Endoriftia;Endor

e Endoriftia_uc 0| 0.073
iftia_uc -
Ba-cterl_a;;;Pr_oteobacterla;;Gammaproteobacterla;;Chromatlales;;Sedlmentlcola_f;;Sedlmentlcola_f_ Sedimenticola f 1 0.0168 0
uc;Sedimenticola_f uc_s -
Bacterla;;.;Prf)teobaf:terla;;Gammaproteobacterla;;Chromatlales;;Thloalkallsplraceae;;Thloalkallsplr Thioalkalispiraceq 0.1009 0
aceae_uc;Thioalkalispiraceae_uc_s
Bacte-rla;;_;Proteobacterla;;Gammaproteobacterla;;Chromatlales;;Thlohalomonas_f;;Thlohalomonas Thiohalomonas. f ol 0.024
_f_uc;Thiohalomonas_f uc_s — ]
Bact-erla_;;;Proteo_bacterla;;Gammaproteobacterla;;Chromatlales;;Thlohalophllus_f;;Thlohalophllus_ Thiohalophilus_f | 0.0505| 0.024
f_uc;Thiohalophilus_f uc s 1
Baf:terla;;;Proteobacterla;;Gammaproteobacterla;;Chromatlales;;Thlohalophllus_f;;Thloprofundum; Thioprofundum_u ol 0.024
Thioprofundum_uc -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;DQ906757_0;;DQ906757_f;;DQ906757_g;DQ9 DQYOBT57 g_uc ol 0.024
06757 g _uc — -
1B:gZer;a;;;Proteobacterla;;Gammaproteobacterla;;DQ906757_0;;DQ906757_f;;DQ906757_g;EF06 EF061964 s ol 0.048
gfgge;rli;;;Proteobacterla;;Gammaproteobacterla;;DQ906757_0;;DQ906757_f;;DQ906757_g;GUO GU061230_s 0.0673 0
Bacteria;;P ia;; ia;;D 757_0;;D 757_f;;D ; :
acte_:rla roteoba_lcterla Gammaproteobacteria;;DQ906757_0;;DQ906757_f;;DQ906757_g;sym_ sym Olavius_algq 0.0337 0
Olavius_algarvensis_s
B e Ha e e e .
acteria;;;Proteobacteria;;Gammaproteobacteria;;EF573277_o;;EF573277_f;;EF573277_f_uc;EF5 EF573277 f uc_4 0.0168 0.364
73277 _f uc_s
B H ...P Hae e e e .
15a;te;r|e:(,:, roteobacteria;;Gammaproteobacteria;;EF573277_o;;EF573277_f;;EU287155_¢;EU287 EU287155_g_uc ol 0.461
zBsgtgeréa;; ;(l:roteobacterla;;Gammaproteobacterla;;EF573277_0;;EF573277_f;;FM242299_g;FM24 FM242299 g_uc ol 0.145
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;EF573277_0;;EU979089_f;;EU979089_f uc;EU EU979089_f uc_ ol 0121
979089 f uc_s
B H ...P Hae e e e .
ggé:;eréa,uc roteobacteria;;Gammaproteobacteria;;EF573277_o;;EU979089_f;;EU979089_¢;EU97 EU979089_g_uc ol 0.024
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;EU287122_o;;EU287122_f;;EU287122 f uc;EU EU287122 f uc ol 0.024
287122 f uc_s - -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;FN820314_0;;FN820314_f;;FN820314_f uc;FN ENB20314 f uc ol 0.024
820314 f uc s - -
B H ...P Ha o 1 e 1
acte-r.la,,, roteobacterla,,G_ammap.roteobacterla,,Gamm_aproteobacterla_uc,,Gammaproteobacterla Gammaproteobacq 0.0168| 0.048
_uc_f;;Gammaproteobacteria_uc_g;Gammaproteobacteria_uc_s
B H ...P Ha e e e .
S?Ete;rlellj,g roteobacteria;;Gammaproteobacteria;;HQ191045_0;;HQ191045_f;;FJ545575_g;FJ545 FI545575_g_uc ol 0.267
B - T wes Ha o e e
acte.:rla,,,Proteobacterla,,Gammaproteobacterla,,HQ191059_0,,HQ191059_0_uc,,HQ191059_0_ HQ191059 o uc, ol 0.024
uc_g;HQ191059 o0 uc s
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Ignatzschineria_o;;Plasticicumulans_f;;Plasticicu -

) L Plasticicumulans_| 0] 0.121
mulans_f uc;Plasticicumulans_f uc_s
(I:Bacterla;;;Proteobacterla;;Gammaproteobacterla;;Leglonellales;;COX|eIIaceae;;COX|eIIa;COX|eIIa_u Coxiella_uc 0.0168! 0145
B T Ha e H . H .. 1 .

:cterla,,,Proteobacterla,,Gammaproteobacterla,,Leglonellales,,COX|eIIaceae,,COX|eIIa,DQ889919 DO889919 s ol 0.028
B:lcterla;;;Proteobacterla;;Gammaproteobacterla;;Leglonellales;;COX|eIIaceae;;COX|eIIa;EU386125 EU386125_s ol 0073
Bacterla;;_;Protepbacterla;;Gammaproteobacterla;;Leglonellales;;COX|eIIaceae;;Coxmlla;sym_Heter sym_Heterocapsal ol 0073
ocapsa_circularisquama_s

B_acterla;;;Proteobacterla;;Gammaproteobacterla;;Leglonellales;;COX|eIIaceae;;Coxmllaceae_uc;Co Coxiellaceae_uc_{ 0.1009| 1.018
xiellaceae _uc s

B H ...P HA ) H H .. H .. .

gggte;rlztg roteobacteria;;Gammaproteobacteria;;Legionellales;;Coxiellaceae;;EF492925_g;EF492 EF492925_g_uc ol 0.028
B - T ...P HA ) H H .. H .. .
acteria;;;Proteobacteria;;Gammaproteobacteria;;Legionellales;;Coxiellaceae;;EU802753_g;EU80 EUS02753_g_uc ol 0.024
2753 g uc

B H ...P HA ) H H .. H .. .

85ac;erl:ac,,, roteobacteria;;Gammaproteobacteria;;Legionellales;;Coxiellaceae;;FJ437785_g;FJ4377 FJA37785_g_uc ol 0.024
B— _' ...P HA ) H ..L H .. . .
acteria;;;Proteobacteria;;Gammaproteobacteria;;Legionellales;;DQ337099_f;;DQ337099 f uc;D DO337099_f uc_ ol 0073
Q337099 f uc s

Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Legionellales;;EU491871_f;;EU491871 f uc;EU EU491871_f uc_ ol 0.024

491871 f uc_ s




Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Legionellales;;EU491871_f;;EU491871 g;EU49

EU491871 s 0] 0.048
1871 s -
8Bg;:ﬁ:)r;a;;;Proteobacterla;;Gammaproteobacterla;;Leglonellales;;Leglonellaceae;;LegloneIIa;HM79 HM798974 s ol 0.024
lB;;tesrla;;;Proteobacterla;;Gammaproteobacterla;;LeglonelIales;;Leglonellaceae;;Leglonella;JNSSO IN530139._s ol 0.024
(I:T:tirga;;;Proteobacterla;;Gammaproteobacterla;;LeglonelIaIes;;LegloneIIaceae;;Leglonella;Leglon Legionella_uc ol 0.097
!3act_er|a;;;Proteobacterla;;Gammaproteobacterla;;LeglonelIales;;Leglonellaceae;;Leglonellaceae_uc Legionellaceae_uq 0.0337| 0.339
;Legionellaceae _uc_s
Bac.terla_;;;Proteobacterla;;Gammaproteobacterla;;LeglonelIales;;Leglonellales_uc;;Leglonellales_u Legionellales_uc ol 0.097
c_g;Legionellales _uc_s
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;M90415_0;;AY532574 f;;AY532574_f uc;AY5 AY532574  uc | 0.0505 0
32574 f uc_s -
E?ztzrleij;é;Proteobacterla;;Gammaproteobacterla;;M90415_o;;AY532574_f;;AY532574_g;AY532 AY532574_g_uc | 1.0262 0
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Marinicella_o;;AB015252_f;;AB015252_f uc;A ABO15252 f uc ol 0121
B015252 f uc s - -
ZBSag;er;a;;;Proteobacterla;;Gammaproteobacterla;;MarlnlcelIa_o;;ABOlSZSZ_f;;A8015252_g;4P00 4P002563_s ol 0073
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Marinicella_o;;AB015252_f;;AB015252_g;ABO AB015252_g_uc ol 0.242
15252 g uc — -
1B7a€(’:t7e6rlas;;;Proteobacterla;;Gammaproteobacterla;;MarlnlcelIa_o;;ABOlSZSZ_f;;ABOlSZSZ_g;GUl GU117976_s ol 0.024
??;ger;a;;;Proteobacterla;;Gammaproteobacterla;;MarlnlcelIa_o;;ABOlSZSZ_f;;EU734943_g;4POO 4PO0S770_s ol 0.028
gngge;rli;;;Proteobacterla;;Gammaproteobacterla;;MarlnlcelIa_o;;ABOlSZSZ_f;;EU734943_g;DQ3 DO394908_s ol 0.097
7B%a;tler;’a;;;Proteobacterla;;Gammaproteobacter|&1;;MarlnlcelIa_o;;ABOlSZSZ_f;;EU734943_g;EU61 EUB17751 s ol 0218
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Marinicella_o;;AB015252_f;;EU734943 g;EU73 EU734943 _g_uc ol 0315
4943 g uc
Ef;:tler;a;;;Proteobacterla;;Gammaproteobacterla;;MarlnlcelIa_o;;A8015252_f;;EU734943_g;JQ92 10925121 s ol 0.024
Bacterla;;;P.roteobacterla;;Gammaproteobacterla;;Methylococcales;;Methylococcaceae;;Methyloco Methylococcaceat ol 0.024
ccaceae_uc;Methylococcaceae uc s
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Oceanospirillales;; Alcanivoracaceae;;Alcanivorac .
' . Alcanivoracaceae| 0.0673 0
aceae_uc;Alcanivoracaceae_uc_s
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Oceanospirillales;; Alcanivoracaceae;;Alcanivora .
. ! Alcanivorax venuq 3.8022 0
x;Alcanivorax venustensis
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Oceanospirillales;; Alcanivoracaceae;;Alcanivora .
) . Alcanivorax_uc | 0.0337 0
x;Alcanivorax_uc
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Oceanospirillales;;Halomonadaceae;;Salinicola;S - .
. . Salinicola salariug 0.0168 0
alinicola salarius
?acterle};;;Proteobacterla;;Gammaproteobacterla;;Oceanosplrlllales;;Oceanosplrlllaceae;;Amphrltea Amphritea_uc 8.6642 0
;Amphritea_uc
Baf:ter!a;;;Proteobacterla;;Gammaproteobacterla;;Oceanosplrlllales;;Oceanosplrlllaceae;;Marlnobac GU119170_s ol 0.024
terium;GU119170 s
Baf:ter!a;;;P_roteobact_erla;;Gammaproteobacterla;;Oceanosplrlllales;;Oceanosplrlllaceae;;Marlnobac Marinobacterium | 0.0168 0
terium;Marinobacterium_uc
B_acterla;;;Pr_oteobacter_la_\;;Gammaproteobacterla;;OceanosplrllIales;;Oceanosplrlllaceae;;Oceanospl Oceanospirillacea{ 0.4879 0
rillaceae uc;Oceanospirillaceae uc s
B_as:terna;;;Protgobacterla;_;G_ammaproteobacterla;;Oceanosplrlllales;;Oceanosplrlllales_uc;;Oceanos Oceanospirillales | 0.0337| 0.024
pirillales_uc_g;Oceanospirillales_uc_s
Ba_cterla;;_;Proteobacterla;;Gammaproteobacterla;;OceanosplrllIales;;Zooshlkella_f;;ZooshlkelIa_f_ Zooshikella_f uc| 0.0337| 0.024
uc;Zooshikella f uc s
7Bzac;erlljac;;;Proteobacterla;;Gammaproteobacterla;;OM182_0;;GU474872_f;;GU474872_g;GU4748 GUA4T4872_g_uc ol 0.024
(I:Bascterla;;;Proteobacterla;;Gammaproteobacterla;;OM182_0;;OM182_f;;OM182_f_uc;OM182_f_u OM182 f uc s | 0.0337 0
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;OM60_0;;DQ395870_f;;DQ395870_g;4P003245 4P003245_s ol 0.024

S




Bacteria;;;Proteobacteria;;Gammaproteobacteria;;OM60_0;;GQ274159 f;;GQ274159 f uc;GQ274

GQ274159 f uc 0] 0.024

159 f uc_s -
SI;%ag(]:teurtl:a;;;Proteobacterla;;Gammaproteobacterla;;OM60_0;;GQ274159_f;;GQ274159_g;GQ27415 GQ274159 g_uc ol 0.024
Ea;:terla;;;Proteobacterla;;Gammaproteobacterla;;OM60_0;;IMCC2047_f;;IMCC2047_g;EU28713 EU287134 s 0.0168 0
chterla;;;Proteobacterla;;Gammaproteobacterla;;OM60_0;;OM60_f;;A8294932_g;A8294932_g_ AB294932 g_uc ol 0.024
?acterla;;;Proteobacterla;;Gammaproteobacterla;;OM60_0;;OM60_f;;EF061963_g;EF061963_g_u EF061963_g_uc ol 0.024
lli?cterla;;;Proteobacterla;;Gammaproteobacterla;;OM60_0;;OM60_f;;EU394576_g;EU394576_g_ EU394576_g_uc ol 0.073
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;OM60_o;;0M60_f;;EU394576_g;FJ425618 s |FJ425618 s 0| 0.024
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;OM60_o;;0M60_f;;NOR5-11_g;NOR5-11_g_uc [NOR5-11_g_uc 0] 0.024
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;OM60_o;;0M60_f;;NOR5-5_g;JF344009_s JF344009_s 0[ 0.024
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;OM60_o;;0M60_f;;NOR5-5_g;NOR5-5_g_uc [NOR5-5_g_uc 0[ 0.024
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;OM60_o;;0M60_f;;NOR5-9_g;EU700144_s EU700144 s 0f 0.194
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;OM60_o;;OM60_f;;OM60_f_uc;OM60_f uc_s |OM60_f uc_s 0] 0.121
Bacte-rla;;;Prc_)_teobacterla;;Gammaproteobacterla;;Spongl|bacter_o;;Spongubacter_f;;Spongubacter Spongiibacter f d ol 0.024
_f uc;Spongiibacter f uc s

Bacterla;;;Proteobacterla;;Gammaproteobacterla;;Stermdobacter_o;;ABOl3829_f;;A8013829_f_uc AB013829_f uc | 0.0841| 1.188
;AB013829 f uc s

Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829 f;;AB013829_g;4P AP003077 s ol 0509
003077_s -

B H ...P Hae e H .. e .

acteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AB013829_g;A AB013829_g_uc | 0.1009| 2.352
B013829 g uc

Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829_f;;AB013829_g;A AB013829 s 0.0337 0
B013829 s

Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829_f;;AB013829_g;A AB294966_s ol 0073
B294966_s

Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829_f;;AB013829_g;A AMO40131 s 0.0337| 0.024
M040131 s -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829_f;;AB013829_g;A AMB82569 s ol 0121
M882569 s -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829_f;;AB013829_g;A AMS89178 s ol o063
M889178 s

B H ...P Ha o H .. e .

acteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AB013829 g;D DO811838_s 0.0168! 0436
Q811838 _s

Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AB013829_g;E EU287173 s ol 0073
U287173 s -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AB013829_g;E EU287247 s ol 0.024
U287247 s -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AB013829_g;E EU491415 s ol 0.024
U491415 s _
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AB013829_g;E EU491466 s ol 0.024
U491466 s _
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AB013829_g;E EUG17758 s ol 0752
U617758 s -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AB013829_g;E EU652521 s ol 1.624
U652521 s _
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AB013829_g;E EU652523 s ol 0364
U652523 s -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AB013829_g;E EU652524 s ol 0.194
U652524 s -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AB013829_g;FJ 1202524 s ol 0.028
202524 s -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o0;;AB013829 _f;;AB013829_g;FJ FI545556_s ol 0.024

545556 s




Bacteria;;;Proteobacteria;; Gammaproteobacteria;; Steroidobacter_o;;AB013829 f;;AB013829_g;FJ

748779 s FJ748779_s 0| 0.024
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829_f;;AB013829_g;F EM211757 s ol 0558
M211757 s -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829_f;;AB013829_¢g;G GU118022 s ol 0121
U118022 s -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829_f;;AB013829_¢g;G GU118029 s ol 0121
U118029 s -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829_f;;AB013829_¢g;G GU230338 s 0.0168! 0218
U230338_s —
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829_f;;AB013829_g;H HO191028 s 0.0505! 0218
Q191028 s —
Bacteria;;;Proteobacteria;; Gammaproteobacteria;; Steroidobacter_o;;AB013829 f;;AB013829_g;JF JE344094 s ol 0.242
344094 s -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829 f;;AB013829_g;JF JF344416 s ol 0.145
344416 s -
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829 f;;AB013829_g;JF JF344486 s ol 0121
344486 s -
1Bgtf(}:t3e3r|5a;;;Proteobacterla;;Gammaproteobacter|a;;Stermdobacter_o;;ABOl3829_f;;A8013829_g;JN IN166335_s 0.0337| 0.024
9B%a;:tle,;;rflsa;;;Proteobacterla;;Gammaproteobacter|&1;;Stermdobacter_o;;ABOl3829_f;;A8013829_g;JN ING77186_s ol 0121
B '_...P Hae e H .. e .
32;:t3e6rllla,;, roteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AB013829 ¢;JQ 10347364 s 0.0168| 0.097
B '_...P Hae e H .. e .
acteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AM997777_g;A AM997777_g_uc| 0.0168| 0.048
M997777_g_uc
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o0;;AB013829 f;;AM997777_g;A AMOI97777 s ol 0.024
M997777 s -
B e Hae e H .. e .
acteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AM997777_g;H HQ727616_s ol 0.097
Q727616 s
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829_f;;AM997777_g;J IX138745 s ol 0.048
X138745 s -
B H ...P Ha o H .. e .
acteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;AM997923_g;A AM997923_g_uc ol 0.024
M997923 g uc
B H ...P Ha o H .. e .
acteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;DQ351802_g;D DQ351802_g_uc ol 0.412
Q351802 _g_uc
B T Ha e H .. e .
acteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;DQ351802_g;D DO351802_s ol 0.339
Q351802 _s
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;DQ351802_g;E EU287158 s 0.0168 0.048
U287158 s —
Bacteria;;;Proteobacteria;;Gammaproteobacteria;; Steroidobacter_o;;AB013829_f;;EU734940_g;E EUG17769 s ol 0.073
U617769 s -
B H ...P Ha o H .. e .
acteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;EU734940_g;E EU734940_g_uc ol 0.024
U734940 g uc
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829 _f;;FJ264749 g;4P AP002718 s ol 0121
002718 s —
B H ---P HA ) H H .. . .
acteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;AB013829_f;;FJ264749 _g;FJ2 F1264749_g_uc ol 0218
64749 g uc
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Steroidobacter_o;;Steroidobacter_o_uc;;Steroido .

. : - Steroidobacter_o | 0[ 0.024
bacter o uc_g;Steroidobacter 0 uc s
B ia;;;P ia;; ia;; Thiotrichales;;Beggi :Beggi ; .
acte_rla,,, roteobacteria;;Gammaproteobacteria;; Thiotrichales;;Beggiatoaceae;; Beggiatoaceae_uc; Beggiatoaceae_uc| 0.0505 0
Beggiatoaceae uc s
Bac_terla;;;Proteobacterla;;Gammaproteobacterla;;Thlotrlchales;;Methylophaga_f;;Methylophaga_f Methylophaga, f_ ol 0.073
_uc;Methylophaga_f uc_s
Bacterlzfl;;;Prqtepl?act_erla;;Gammaproteobacterla;;Vlbrlonales;;vlbrlonaceae;;Photobacterlum;Phot Photobacterium fil 0.0337 0
obacterium frigidiphilum
Bacterlzfl;;;P_rotgobactena;;Gammaproteobacterla;;Vlbrlonales;;vlbrlonaceae;;Photobacterlum;Phot Photobacterium inl 2.4226 0
obacterium indicum
Bacterlzfl;;;Prpteobgcterla;;Gammaproteobacterla;;Vlbrlonales;;vlbrlonaceae;;Photobacterlum;Phot Photobacterium lil 0.2524 0
obacterium lipolyticum
Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Vibrionales;;Vibrionaceae;;Photobacterium;Phot Photobacterium_{ 0.0505 0

obacterium_uc




Bacteria;;;Proteobacteria;;Gammaproteobacteria;;Vibrionales;;Vibrionaceae;; Vibrio;Catenococcus

. . Catenococcus thid 0f 0.024
thiocycli
E_;acterla;;;Proteobacterla;;Gammaproteobacterla;;V|br|onales;;Vlbrlonaceae;;Vlbrlonaceae_uc;V|b Vibrionaceae uc | 0.0505 0
rionaceae_uc_s -
Bacteria;;;Proteobacteria;;Proteobacteria_uc;;Proteobacteria_uc_o;;Proteobacteria_uc_f;;Proteobac X

. . - - = - = Proteobacteria_uc| 0| 0.024
teria_uc_g;Proteobacteria_uc_s -
Bacteria;;;SAR406;;SAR406_c;;AJ347757_0;;FJ716276_f;;FJ716276_f uc;FJ716276_f uc_s FJ716276_f uc_s 0] 0.024
ngterla;;;Splrochaetes;;Splrochaetes_c;;Splrochaetales;;EU290731_f;;EU290731_g;EU290731_g EU290731_g_uc | 0.0168 0.024
?acterla;;;Splrochaetes;;Splrochaetes_c;;Splrochaetales;;Leptosplraceae;;Leptonema;Leptonema_u Leptonema_uc ol 0.024
B:cterla;;;Splrochaetes;;Splrochaetes_c;;Splrochaetales;;Splrochaetaceae;;FJ748821_g;EU488391 EU488391_s 0.0337 0
gBa;:éerla;;;Splrochaetes;;Splrochaetes_c;;Splrochaetales;;Splrochaetaceae;;FJ748821_g;FJ748821_ FI748821_g_uc | 0.0673 0
SI‘3acter|a;;;Splrochaetes;;Splrochaetes_c;;Splrochaetales;;Splrochaetaceae;;FJ748821_g;FJ813563_ FI813563 s 0.0673 0
Bacteria;;;Spirochaetes;;Spirochaetes_c;;Spirochaetales;;Spirochaetaceae;;Spirochaetaceae_uc;Spir Spirochactaceae_( 0.0337 0
ochaetaceae uc s
CBascterla;;;Tenerlcutes;;Molllcutes;;AM275436_0;;GQ866089_f;;GQ866089_1‘_uc;GQ866089_1‘_u GQB66089_f uc_ ol 0.097
B:cterla;;;Tenerlcutes;;Molllcutes;;GU196243_0;;GU196243_T;;GU196243_f_uc;GU196243_f_uc GU196243_f uc_| 0.0168| 0.073
?agteur(l:a;S;;Tenerlcutes;;Molllcutes;;GU196243_0;;GU196243_o_uc;;GU196243_o_uc_g;GU19624 GU196243 0_uc, ol 0.024
Efcierla;;;Tenerlcutes;;Molllcutes;;GU196243_0;;HM127590_f;;HM127590_f_uc;HM127590_f_ HM127590_f uc, ol 0.048
Ba_cteria;;;Tenericutes;;Tenericutes_uc;;Tenericutes_uc_o;;Tenericutes_uc_f;;Tenericutes_uc_g;Te .

. Tenericutes_uc_s 0f 0.024
nericutes uc s - =
Bacteria;;; TM6;;TM6_c;;FJ264771 0;;FJ264771 f;;FJ264771 f uc;FJ264771 f uc s FJ264771 f uc_s| 0.0841| 0.024
Bacteria;;; TM6;; TM6_c;;FJ264771_0;;FJ264771_f;;FJ264771_g;FJ264771_g_uc FJ264771_g_uc |0.0673 0
Bacteria;;; TM6;; TM6_c;;TM6_0;;AM997772_f;;AM997772_g;AM997772_g_uc AM997772_g_uc 0] 0.024
Bacteria;;; TM6;; TM6_c;;TM6_0;;AY661981_f;;AY661981_g;AY661981 g uc AY661981 g _uc|0.0168| 0.024
Bacteria;;; TM6;;TM6_c;;TM6_0;;DQ129127 f;;DQ129127 f uc;DQ129127 f uc s DQ129127 f uc | 0] 0.048
Bacteria;;; TM6;; TM6_c;;TM6_o;;EU038003_f;;AB257652_g;4P004701_s 4P004701_s 0.0168 0
Bacteria;;; TM6;; TM6_c;;TM6_o0;;EU038003_f;;AB257652_(g;4P004710_s 4P004710_s 0] 0.024
Bacteria;;; TM6;; TM6_c;;TM6_o;;EU038003_f;;AB257652_g;AB257652_g_uc AB257652_g_uc | 0.0168 0
Bacteria;;; TM6;;TM6_c;;TM6_o0;;EU236331 f;;EU236331 f uc;EU236331 f uc s EU236331 _f uc ! 0] 0.048
Bacteria;;; TM6;; TM6_c;;TM6_o;;EU266778_f;;EU266778 f uc;EU266778_f uc_s EU266778_f _uc_ 0| 0.048
Bacteria;;; TM6;;TM6_c;;TM6_o0;;EU373911 f;;EU373911 f uc;EU373911 f uc s EU373911 f uc ! 0] 0.024
Bacteria;;; TM6;; TM6_c;;TM6_0;;EU491195_f;;EU491195 g;EU491195 s EU491195 s 0| 0.024
Bacteria;;; TM6;;TM6_c;;TM6_o0;;EU735020_f;;EU735020 f uc;EU735020 f uc s EU735020 _f uc {0.0168( 0.024
Bacteria;;; TM6;; TM6_c;;TM6_o0;;GU172187_f;;GU172187_f uc;GU172187_f uc_s GU172187_f uc_| 0.0168] 0.097
Bacteria;;; TM6;;TM6_c;;TM6_o0;;HM480205_f;;HM480205 f uc;HM480205 f uc s HM480205 f uc | 0] 0.048
Bacteria;;; TM6;; TM6_c;;TM6_0;;HQ190379_f;;HQ190379_f uc;HQ190379 f uc_s HQ190379_f uc_| 0[ 0.024
Bacteria;;; TM6;;TM6_c;;TM6_0;;JF344150 f;;JF344150 f uc;JF344150 f uc_s JF344150 f uc s 0] 0.097
Bacteria;;; TM6;; TM6_c;;TM6_o;;JF344625_f;;JF344625_g;JF344625 _g_uc JF344625 g_uc |0.0337 0
Bacteria;;; TM6;;TM6_c;;TM6_0;;JF830145 f;;JF830145 f uc;JF830145 f uc_s JF830145 f uc_s| 0.0168 0
Bacteria;;; TM7;; TM7_c;;JF421159_0;;EU328026_f;;4P002782_g;4P002782_g_uc 4P002782_g_uc | 0.0168 0
Bacteria;;; TM7;;TM7_c;;JF421159 0;;JF421159 f;;JF421159 f uc;JF421159 f uc s JF421159 f uc s 0] 0.145
Bacteria;;;UT06;;AM712334_c;;DQ811951_0;;DQ811951 f;;DQ811951 f uc;DQ811951 f uc_s|DQ811951 f uc | 0.0337 0
Bacteria;;;UT06;;UT06_c;;UT06_o0;;AF323761_f;;AF323761_f uc;AF323761_f uc_s AF323761_f uc_4 0.2187| 0.024
Bacteria;;;UT06;;UT06_c;;UT06_o;;AF323761_f;;EU385684 g;EU385684 s EU385684 s 0.0505 0
Bacteria;;;VVerrucomicrobia;;Opitutae;;Puniceicoccales;;AY695840_f;;AY695840_f uc;AY695840 AY695840_f uc | ol 0.024

| fucs




Bacteria;;;VVerrucomicrobia;;Opitutae;;Puniceicoccales;;Pelagicoccus_f;;Pelagicoccus_f_uc;Pelagic

Pelagicoccus_f_u 0[ 0.024
occus_f uc s
Bacteria;;;VVerrucomicrobia;;Verrucomicrobiae;;Verrucomicrobiales;;Rubritalea_f;;GQ262724_g;G GQ262724_g_uc ol 0.024
Q262724 g_uc
Bacteria;;;WM88;;WM88_c;;WM88_o;;WM88_f;;WM88_g;FJ712470_s FJ712470_s 0] 0.024
Bacteria;;;WS1;;WS1 _c;;WS1_0;;WS1 _0_uc;;WS1 o _uc_g;WS1 o _uc_s WS1 o _uc_s 0| 0.024
Bacteria;;;WS3;;AQSL_c;;AQSL_o;;AQSL_f;;AQSL_g;AQSL_g_uc AQSL_g_uc 0.0168 0
Bacteria;;;WS3;;AQSL_c;;AQSL_o0;;EU592431 f;;EU592431 f uc;EU592431 f uc_s EU592431 f uc_§0.0841 0
Bacteria;;;WS3;;GU302492_c;;AB252949 0;;EU734965_f;;EU734965 f uc;EU734965 f uc_s |EU734965 f uc 0] 0.073
Bacteria;;;WS3;;GU302492_c;;AB252949 0;;EU734965_f;;EU734965 g;KC010014_s KC010014_s 0| 0.024
Bacteria;;;WS3;;GU302492_c;;AB530233_0;;AB530233_f;;AB530233_f uc;AB530233_f uc_s |AB530233_f uc {0.1178 0
Bacteria;;;WS3;;GU302492_c;;AB530233_0;;AB530233_f;;AB530233_g;AB530233_g_uc AB530233_g_uc 0] 0.073
Bacteria;;;WS3;;GU302492_c;;AB530233_0;;AB530233_f;;AB530233_g;HM598262_s HM598262_s 0.0168 0
Bacteria;;;WS3;;GU302492_c;;AB530233_0;;AB530233_f;;AB530233_g;JX391644_s JX391644 s 0.0505| 0.024
ngtesrla;;;WS3;;GU302492_C;;A8530233_0;;A8530233_0_uc;;ABS30233_0_uc_g;ABS30233_0 AB530233 0_uc | 0.0673 0
Bacteria;;;WS3;;GU302492_c;;AB530233_0;;EU491142_f;;EU491142 g;EU491142 g_uc EU491142 g _uc | 0.0337 0
Bacteria;;;WS3;;GU302492_c;;AB530233_0;;GU302492_f;;GU302492 f uc;GU302492 f uc_s |GU302492 f uc | 0.0337| 0.024
Bacteria;;;WS3;;GU302492_c;;AB530233_0;;GU302492_f;;GU302492_g;GU302492_g_uc GU302492_g_uc 0] 0.024
Bacteria;;;WS3;;GU302492_c;;AM991194_0;;AM991194 _f;;AM991194_f uc;AM991194 f uc_s|AM991194 f uc_| 0.0168| 0.073
Bacteria;;;WS3;;GU302492_c;;AM991194 0;;AM991194 f;;AM991194 g;EF032778_s EF032778_s 0| 0.024
Bacteria;;;WS3;;GU302492_c;;AM991194 0;;AM991194 f;;DQ431883_g;DQ431883 g_uc DQ431883_g_uc | 0.0168 0
Bca;tcltirli;;;WSB;;GU302492_C;;AM991194_0;;AM991194_0_uc;;AM991194_o_uc_g;AM991194 AM991194_0_uc] ol 0.024
Bacteria;;;WS3;;GU302492_c;;AM991194 o;;EU135571 f;;EU135571 f uc;EU135571 f uc_s |EU135571 f uc_§0.0673 0
Bacteria;;;WS3;;GU302492_c;;AM991194 o;;EU881351 f;;EU881351_f uc;EU881351 f uc_s |[EU881351 f uc 4 0.0168| 0.073
Bacteria;;;WS3;;GU302492_c;;AM991194 o;;EU881351 f;;EU881351_¢;AY592156_s AY592156_s 0.0168 0
Bacteria;;;WS3;;GU302492 _c;;DQ811952 0;;DQ811952 f;;DQ811952 f uc;DQ811952 f uc s |DQ811952 f uc | 0.0505 0
Bacteria;;;WS3;;GU302492_c;;EU488324 0;;EU488324_f;;EU488324_g;EU488324_s EU488324 s 0| 0.024
Bacteria;;;WS3;;GU302492_c;;EU652628 0;;EU652628_f;;EU652628 f uc;EU652628 f uc_ s |EU652628 f uc 0[ 0.024
Bacteria;;;WS3;;GU302492_c;;GQ246422_0;;GQ246422_f;;GQ246422_f uc;GQ246422_f uc_s |GQ246422 f uc_| 0.0168 0
Bacteria;;;WS3;;GU302492_c;;GQ246422_0;,GQ246422_f;;GQ246422_g;FJ358926_s FJ358926_s 0.0337 0
Bacteria;;;WS3;;GU302492_c;;GQ246422_0;;GQ246422_f;;GQ246422_¢;FJ712435 s FJ712435 s 0.0337 0
Bacteria;;;WS3;;GU302492_c;;HM243942_0;;FJ484527_f;;FJ484527_f uc;FJ484527 f uc_s FJ484527 _f uc_s| 0.0505 0




