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Figure S1: Size-fractionated respiration rates of the bulk bacterial community including free-living bacteria of 0.2-0.8 μm (BR 0.2-0.8) and particle-associated community of 0.8-20 μm (R >0.8, mainly particle-attached bacteria given the low chlorophyll-a) for the middle (12 m) and the bottom (25 m) waters of station Y1 during June 2019. Error bars are the standard deviations.
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Figure S2: (A) Comparisons of bacterial community composition on the phylum level between the bulk water bacteria (Bulk) and the particle-attached bacteria (PAB) on particles of > 25 μm for the middle (Mid) and bottom (Bot) waters at station Y1. (B) Bacterial community composition on the genus level for PAB on particles of > 25 μm at station Y1. Labels (-Pro, (-Pro, and Bact are for the (-Proteobacteria, (-Proteobacteria and Bacteroidetes, respectively.
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